Start crop Point End crop Point

1 MSA length = 1016
--------------------------------------------------------------- PcGCCAAAAA-AAATTGCACCAGGGCGCTACCCATCTAGGAACGGGCCTTE-G
--------------------------------------------------------------- GCGCCAAAAA-AAATTGCACCAGGGRGCTACTTGRT T - ----------TA-
THATTTTCAAATTAAATTT{TCAAAAACTATTTGGTACCATATGCATCAGAA - - - - - - - - - - GCGAAAA - AJAATTGCACCAGGCGCJACCCATCTAGGAACGGGCCTGTA - = - - e e - - - -
TRPATTTTCAAATTAAATTTATAAAAARAT TTGGTACCATATGCATCAGAA - - - - - - - - - - GCGCCAAAAAAAAATTGCACCAGGGCGCTACCCATCTAGGAACGGGCTGTRT- - -
--------------------------------------------------------------- GCGCCEAAAA-ATABRE- - - - - - - - - oo
Bl T TCAAATTAAATTTATCAAAAACTATTTGGTACCATATGCATCAGGA- - - - - - - - - - GC-!AAAA ------- BrlicacGeeaeTACClATCTAGGAACGGGCCTG - - - [T
--------------------------------------------------------------- GCGCCAAAAAAAATIITGCACCAGGGCGCTACCEATTAGAACGGGCCTG- - - - - -
Bl T TTRAAATTAAATTTATCAAAAACTRTTTGGTACCATATGCATCAGAA- - - - - - - - - - GCGCCAAAAA - AAATTGCACCAGGGCGCTACCCATCTAGGAACGG- - - - - IA—.C
--------------------------------------------------------------- GCGCCAAAAAAAITEIGCACCAIGGCGCTACCCATCTAGGAACGGGCCTG oo
--------------------------------------------------------------- GClicCAAAAA- - - AITGCACCAGGGCGCTACCCATTAGGAARGGGCCTG - A - AlT AAAANIAT - - - - A
TH- - - - - - - - oo G‘CCAAAAA—AITTTGCACIAGGGCGCTACCCATCTAGGAACGGGCCTGTA—G T AAA"ATA.A'A.
R GCGCJl]- AAAAAAATTTGCACCAGGCGCHACCATCTAGGAACGGGCCTGTATART
TRATTTTCAAATTAAATTATCAAAAICTATTTGGTACCAC - - - - - - - - - AA- - cmam-- GCGCCAAAAAAAATTTGCACCAGGGCGCTACCCATCTAGGAACGGGHEIMTET - - -
--------------------------------------------------------------- GCGCCAAAAA - AAATTGCACCAGGGCGCTACCCATCTAGGAACGGGCCT - - - - - - -
TRATTTTCAAATTAAATTTATCAAAAACTATTTGGTARJCAC- - - - - - - - - AA- - - oo oo GCGCC-MAAAAAAATTGCACCARBRGCGCTARGE - - - - - - - ---------- TATART
R ICICIAAAAAAAAATTGCAICAI!GC CCATCTAGGAACHGG- - - -TA- AT
- -JTTCAAATTAAATTTATCAAAABCTATTTGGTACCATATGCATCAGAA- - - - = - - - - - GCGCCAAAAA - AAATTGCACCAGGJCGCTACCCATCTAGGAACGGGCCGTATART
--------------------------------------------------------------- GCG - CIAAIAAAAATTGCACCAGGGCGCTACCCAEITAGGAAIGGGCCTGIATA T
TRATTTTCABATTAAATTTATCAAAAACTATTTGGTACCATATGCATCAGAA - - - - - - - - - - GCGCCAAAAAAAAATTGCACCAGGGCGCTACCCAICTAGGAACGGGCCTG-A- - - -
TRl - - - - - -5 ottt e e eeeeeao GCGCCAAAAAAAATTTGCACCAGGGCGCTACCCATCTAGGAACGG]cCTG- - - ABC
T - - - - - o m ot e e GCG- - AAAAAAAAATTGCICCAGGGCGCTACCHATCTAGGAACGGGCCTG- - - GRIC
TRl - - - - - - - ottt e e eeeeeeaao GCGCCAAAAA-AAATTGJACCAGGGCGCTACCCATCTAGGAACGGICCTG - - - AiC
--------------------------------------------------------------- GCGCCAAAAA-AATETBCACCAGGGCGCTACEC - - - - - - - - o m o m ool
Ll R e I GCGECAAAAA - AAATTGCACCAGGGCGCTACCCABCTAGGAACGGGCCTGTA-ARTITATG T THABTTEE- - - - - - - - - -
--------------------------------------------------------------- GCGCCAAAAA-AAATTGCACCAGIIIEG TG - - - - - - - - - oo - ool
ITI ------------------------------------------------------------ GCGCC-AAAAAAATTTGCECCAGGGCGCTACCCATCTAGGAACGGRBCTG - - - AGCEBTARACT - - - - oo cacC- - ABARA T ABE TG~ GERT
THATTTTAAATTAAATTTATCABAAACTATTTGGTACCATATGCATCAGGA - - - - - - - - - - GCGCCAAAAA - = = = = = o o o o e e e e e e e e e e e e e e e e e e e e e e e e e e e e eeeaeaoo-
--------------------------------------------------------------- GC- - CAAAAAAAATTTGCAC|aG|ecccTacccaTliTAGGAACGGGCCTGEATARTIARA TCEARAT TRTTETETAGCTANATCETAGRRAA - - -
TH- - - - - - - - oo Bcc- -BarananaatTceaccaceeeaeTljcccATRTAGAACGGGCCTGTR- - - - ilANA T THARAT TRTTH-------------“~--~--~-----
TEATTTTCAAATTAAATTTATCAAAAACTAT TTGTACCATATGCATCBGAA - - - - - - - o oot oottt oo oo ottt ottt otoioooooooooooooooooooo..
R GCGCCAAAAAAAATTTGCACCAGGGCGIAC ceerT@------------ TA - A ACTIAIAT.TITTITATAAA.AGAIA.AA.
Tl - - - - - o m ot GClCCAAAAAAAATTTGCACCAGGGCGEIMACEM- - - - - - - - - - -- - - - -- TA- ABACT - - - -T TRTTETATAAARGEAGAREATEEA A
--------------------------------------------------------------- GI!C—AAAAA—AATTTGCAICAGGICGCTACCCATCTAGGA——————————A—A
--------------------------------------------------------------- GCGCCAAAAAAAAATTIJCACCAGGGCGCTACCCATTAGGAA - - - - - - - - TATG e e
TH- - - - - - - - oo GCGCCAAAAAAAAATTGCACCAGGGCGCTACIICATCTAGGAACGGGCCGTA-G AQTTETEERAG - - - - - - - -
TRATTTTCAARTTAAATTTATCAJAAACTATTTGGTACCATATGCATCAGAA - - - - - - - - - - GCGCCAAAAAAAA- - - - - Y e
TEATTTTCAAATTAAATTTATIAAAAACT AT TGGTACCATATG - - - - o m oo GCGCCAAAAA—AAATTGCAgIGGGCGCTACCIATCTAGGAACGGGCCTGTA—AITnCTIA.T-TCI -----------------------
TRl - - - - - - - - m st o e e e e e e CBCCAAAAAAAAARIB- - - - - - - - - o m oo ATEARETC----- - -
Tl - - - - - - - m s m o o e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e oo Grr------- AT - /NG T INARARAG AR TAAABABAT - - - - -
T - - - - - o m ot e e GC- - - AAAAAAAATTTGCARBCEBING - - - - - - - - - o e
--------------------------------------------------------------- GCGCBAAAAA-AAATTIGAR - - - - - - - oo ool
L R e e GCGCCAAAAA—AAATTEA CAGGGCGCTACCCATCTAGGAGRGIEH- - - -BA- - - -
--------------------------------------------------------------- GCGCCAAAAAAARME- - - - - - - - - - - - - oo AT
------------------------------------------------------------ G.CCAAAAAAAngGCACCAGGGCGCTACC ATCTAGEBAACGGGCCTG- - - - - -
TRATTTTCAAATTAAARBTTATCAAAAACTATTTGGTACCACATGCAJCAGGA - - - - - - - - - - GCGCCAAAAAAAATTTGCACCAGGGCGCTACCLT-GGAAIGGGCCTG “A--- -
THATTTTCAAABTAAATTTRTCAAAAACTATTTGTACCETATGCATlIGAA - - - - - - - - - - GCGCCAAAAAAAATTTGCACCAGccGCTACCCATCTAGGAACGGGjCTGTIRBGHC
S [

TRATTTTCAAATTAAATTTATCAAAAACTATTTGGTACCATATGCATCAGAA
TRATTTTIAAATTAAATTTATCAAAAACTATTTGGTACCATATGCATCAGAA
T ATTTTIAAATTAAATTIATCAAAAACTATTTGGTACCACATGCAICAGGA ---------- CCAAIAAIAAATTGCAICAGGGCGCTACCCAICTAGGAACGGGCCTG.—AIT
--------------------------------------------------------------- GCGJCAAAAA - AAATTGCACCAGGICGCTACCCATCTAGGAACGGGCCTGTA - ARTIRA
GEGCElArArAAAATGCACCAGICGCTACCCATCTAGGAANGHGEBBTGTAT - - - - -

L | AAAAAAATBTTGCACCAfjcGeGCeTACCCATCTAGGIGIMCCT - BTGl
1L S GCG-Cfjparanan@rTcecaccAacGlfcceTacccaTCcTARAARG - .l B |
TRATTTCAAATTAAATTTATCAAAAACTATTTGGTACCAC- - - - - - - - - A = o o o e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeooooo-
0 1 S
TRATTTTCRAATTAAATTTATCAAAAARTATTT G TACCATATIATCARAR- - ------ - - GCGCCAAAAA - AAATTGCACC - = = = = = = = = = = = @ = o o e & o e m o e o e o e e e e ke e e e e e e e oo oo oo
--------------------------------------------------------------------- AAAAATTGCACCAGGGCGCTACCCATCTAGGAACGGGCCTG- - - AfjclliA
TRl - - - - - - - ottt e e e e e GCGC- - AAAAAAAATTGCACCHGGGCGCTACCCATCTAGAACGGGCCTG- - - - - - "
0 1 S
--------------------------------------------------------------- Bccccaanan- - - AffTlicACCAlIGGCGCTACCCATCTAGGAACGGGCTG-|- -
L B e R e I TATG
--------------------------------------------------------------- cceccananall- ARG e e e e e e e e e e
--------------------------------------------------------------- ICGCCAAAAA -PrRTG e e e e e e e e e e
--------------------------------------------------------------- GecGecCAAAAAINARTG e e e e e e e e
--------------------------------------------------------------- GCGCAAAAA - - AATTGCACCAGGGCGCTCClATCTAGGAACGGGCCTG
--------------------------------------------------------------- GCGCIAAA———AAAITGCACCAGGGCGCI!——————————————————————————
S [
TRATTTTCAAATTAAATTTATCAAAAACTATTTGGTACCATATGCATCAGAA - == == - = - - - BccccaanananaTrToecaccaceeeeTACCCATCTAGAClceccTG- - -6
1L S GCGIBMAAAAA - - - ATTGCACCAGGGIGCTACCCAR- - - - - -----=-------
-------------------- AAATTTGCAMICAGGGCGCTACCCATCTAGGAACHIGGC CT GT A - = - & o m o e o e o i i it e ottt e e e e e e e e e e e e
GCGCCEAAAA- - - —ITGCA!IAGGGCGCTACCCATCTAGGAAC!I ------ ATAGTTRARARTEAR T TRRAGH - - - - - - - - - - - -
GIIBIAAAAA - AAATTGCARCAGGGCGCJACCCATCTRGGAACGGGRCTG - - - - -
GCGCCAAAAAAAR- - - - - o o
GCGIBMAAAAA - - -ATTGCACCAGGGIGCTACCCAR- - - - - -----=------- AT
C

GCGCCAAAAA - - AATTGCACCAMGGCGCTACCCATCTAGGAACGGGCCTG-A -
GCGICAAAAAAAAITTGCACCA GGCGCTACCCATITAGGAACGGGCITGTA—A C
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1.bed_fm_1.bed 0 0 n.bed g_1.bed fm 2.bed 0 0 bcln.fa_aln.fa After TEtrimmer 1016 bp
size: 1016bp; fragments: 316; full length: 4 (>=914.4bp)
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)ed g 1.bed fm 1.bed 0 0 n.bed g 1.bed fm 2.bed O O bcin.fa
size: 1288bp; fragments: 284, full length: 0 (>=1159.2bp)
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TE: mnd_5. family_6143 Before TEtrimmer 403 bp

size: 403bp; fragments: 279; full length: 21 (>=362.7bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot

ORF1

Bl ORFs

B PFAM domains

50

100

150

200

250

300

350

400



TE consensus before TEtrimmer (bp)
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