End crop Point

Start crop Point
1 MSA length = 4411 1
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III
L I
IIIIIIIII[IIl]lIIIIII il

AT 0
L0 LA
| VTR R

0 R 1
L AR T

(IBEIR A U A |

LT g
TR

R T B T T T S
T I~ T S e T O 5 e T
RO O A S e T T T e N

T T O S N T T I T 0 o SR
J T T S O T T RO Err e AR |
T T e T T T e T

End crop Point

My

S===

ij—
iEE
=

l
-]
—
——

_
E
—_——
EE=
——

|
L T T T T A
L g T ST o e
L e O T T
RO AT AR RSl Il|

]
I

g-
=
=
=
=
==

g

1000

2000 3000 4000 5000



».bed_fm_1.bed 0 0 n.bed g_1.bed fm 2.bed 0 0 bcln.fa_aln.fa_ After TEtrimmer 4411 bp
size: 4411bp; fragments: 67; full length: 7 (>=3969.9bp)
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divergence to consensus (%)
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size: 4714bp; fragments: 67; full length: 6 (>=4242.6bp)
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After TEtrimmer Extended plot Blue lines are boundaries
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TE: rnd_5 family 586
size: 6023bp; fragments: 175; full length: 2 (>=5420.7bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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