Start crop Point End crop Point

MSA length = 763 1

IAAAITTTACTIT— - - —IATCTAITIAA—A-ATTAAITAIA— —TTITITTAGAATCGTTCATGTGTCCTTATAAATTATACCGCAIGAA—IAIGGT ---------- TAAGAAATGTAITTTTT TACAAGAIACCACCAATAAACTAAAITTTGTT
-------------------------------------------------------------------------------------------------------------- TAAGAAATGTACTT ATAIAAGATAICA-A— e oo
BoarfrTTACTAT- - - -BATCTARTRAA - A ATTAAlTARA - - TTRTBTTAGAATCGTTCATGTGTCCTTATAAATTATACCGCARGAA - BAlGGT- - - - - - - - - - TAAGAAATGTARTTTTTTACAAGAJACCACCAATAAACTAAATTTTT
AAAATCTTACTATTTTIERGTATGHCHAA - ARTEAAAATARARABATTT -BTTTTAGAATCGTTCATGTGTCCTTATAAATTRTACTGCRAGAIRAR- ------------- TAAGIAATGTACTTTTATAJAAGATAlCBCCAATAAACTAAAATTTGTTTCCAGTGT
-------------------------------------------------------------------------------------------------------------- TAAJAAATGTACT T TTATACAAGATACCACCAATAAACTAAAATTTGTTETCAGTGT
GAAATGTICTTTTTITACAAIATACIACCAITAAACTAAAITTTGTT TccAaGlGT

-------------------------------------------------------------------------------------------------------------- TAAGAAATGTACTTTTTATAJJAAGATACCACCAATAACTAAAATTGTTETCCA T
-------------------------------------------------------------------------------------------------------------- TAAGAAATJTACTTTTTATACAAGATACCABICAATAAACTAAAATTTGTTETCCAGTGT

-------------------------------------------------------------------------------------------------------------- TAAGAAATG - .ETTTTITACAAGATACIACCAA.IAITIAAATTTGTT TTCAGTT

-------------------------------------------------------------------------------------------------------------- TAAGAAATGTAC TTITATACAAGATACCAICAA ACTAAAATTTGTI@TCCATGT

-------------------------------------------------------------------------------------------------------------- TAAGAAATGTACTTTTTATACAAGATACCABCAATAAACTAAAATTTGTTE@TCCAGTGT
-------------------------------------------------------------------------------------------------------------- TAGAAATGTACTTTTTATACAAGATAICACCAATAAACTAAAATTTIJTTBTCCAGTGT
-------------------------------------------------------------------------------------------------------------- TAAGARATIITACTTTTTATACAAGATACCAJCAATAAACTAAAATTTGTCCAGTGT
-------------------------------------------------------------------------------------------------------------- TAAAAATTACTTTTTATACAARATACCEBCCAATAAACTAAARTTTGTT
--------- HrATETGEAA T ABCE TEAA- BT TRAAAACAAABTRAAT T T - - o T L L S TAAGAAATGTACTTTTTATACATBATACCECCAATAAACTAAAATTTGTT
-------------------------------------------------------------------------------------------------------------- TAAGAAATIITICTTTTTTACAAGATACCBCCAATAAACTAAAATTTGTT
-------------------------------------------------------------------------------------------------------------- TAAGAAATRTACTTT T TEIAAGATAICABICABTAAACTAAAATTTGTTETCCAGTGT
-------------------------------------------------------------------------------------------------------------- TAAGARATGTICE- TTTATACAAGATACCABCAARARACTAAAARTTGTTTCCAGTGT
-------------------------------------------------------------------------------------------------------------- .AGAAAIiTACTTTTTATACAAGATACC COABTAAACTAAB- - - - - - - - - o m s s oo oo

-------------------------------------------------------------------------------------------------------------- TAAGAAATIITACTTTT AAGATAMCAIICABTAAACTAAAATTTGTTRTCCAGTGTAT - - - - - - e e
AAAATCTTACTATTTT.GTATGITIAA—AITIAAAATAAAGATA—TTTITTTTAGAATCITTCATGTGTCCTTATAIATTATAICGCAAGAAIAACGIT ---------- TAAGAAAT T--TTTTI!T!AAGATA CEICCAATAAACTAAAATTT TCCAGTI————TAIATITAA

-------------------------------------------------------------------------------------------------------------- TAAGAAATGTA TTTTTATACAAGATACCECCABTAAACTAAR- - - TGTT
AAAATCTTACTATTTTIGTATGITIAA—1TIAAAATA.GTTA—TTTITTTTAGAATCGTTCAIGTGTCCTTAIEAATTAIACT-HAAC- ---------- TAAGAAATGTAC TTTTATACAAGATACCACCAATIAIII IAITTITT
AAAATCTTACTARTTTEEGTATGYTAA - A TEAAAATAAAGTTAAT - TRTTTTAGAATCGTTCATGTGTCTTTATR- - - TATACCGCAJJGAAJAACGGT - - - - - - - - - - TA- oo - CTTTTTAJJACAAGATACCACCAATAACIAAAATTTGTT
-------------------------------------------------------------------------------------------------------------- TAAGAAATTAC- TTTTATACAAGA - ACCACCAATAAACTAAAATTTTT

AAARCTTARTATTTT AfA T- AATCAABTBTA- - - - - e e TAfcAAATGTACTT ACAAGATACCACCAATAAACTAAAATTTGTT
GAAATCTTACTATTTIRRGEGHEA TGHETHA TRPAAAATAAAGTTA-TTTRTTTTGAAcGTTCATGTfrccTTATAAATTARACCGCAAGACAACHGT - - - - - - - - - - TAAGAAAIGTAIETTTTAT AAGATEcCACCAATAACTAAAATTGTT
-------------------------------------------------------------------------------------------------------------- TAAGAAATGTACTTTTABACAAGATACCACCAAJJAAACTAAAATTTGTT
-------------------------------------------------------------------------------------------------------------- IAEIAAATITACTTTTTATACAAGATACCACCAATAAAITAAAATTIGTT
-------------------------------------------------------------------------------------------------------------- TABMGAAATGTAC-TTTTATACAAGATAlCACBAATAAACTAAAATTTGRT
-------------------------------------------------------------------------------------------------------------- TAAGAAATG - - —TTTTTATACAAGATA!IAC AAIAAACTAAAATTTI!T
-------------------------------------------------------------------------------------------------------------- TAAGEAATGTICETTTTATACAAGATACCACAATARACTAAAARTTGTT
GG - - TRTTAA T THTETATRECHE THATAAR THAAAABAAAT TBAATT - - - - o - e ot e TAAGAAATGTACTTTTTATABAAGATACCHCCAATAAACTAAAATTTRT
-------------------------------------------------------------------------------------------------------------- TAAGAAATGTAITTTTTATACAAGATAC————AATAAACTAAAATTTGTT

TAAAGAA
-------------------------------------------------------------------------------------------------------------- TAAGAAATGTAMITTTTTATACAAGATAC- - - - AATAAACTAAAATTTGTT TAAAGAA
--------------------------------------------------------------------------------------------------- T----------TAGAAATGTACTTTTTATACAAGATACCACIJAATAAACTAAAATTTTT
-------------------------------------------------------------------------------------------------------------- T!IGAAATGTAITTTTTATACIAIATACCACCAATAAACTAAAATTTGTT
ITrA - AITIAAAATAAAGTTA - TITTTTIGAATCGTTCATGTITCTTTATAAATTATACCGIAAGAACAACGG ----------- TAAGAAATITACTTTTTATACAAGAIAICACCA.A-TIA --------

THAA - ARTBAAAATAAAGTTA-TTT@TTTTAGAATCGTTTATGTGTCCTTATAAATTATACCGCAAGAACAACGT---------- TAAGAAATGTACTTTJTATACAAGATACCACCAATAAACTAAAAT
TAAIAAATGTAC—TTTTATAIAAGATACCACCAATAAICTAAAAI!

TAAGAAARGTACTTTTTATACAAGATACCA CAATAAACTAAAATTTGTT

GTATG
GTATG

AAAATTTTACTATTTT
AAGATCTTICTATTTT

TAAGAAATETACTTTTTATACAAGATACCA CAA AAACTAA- - - - -
TAAGAAATGTACTTTTTATACATGA - - = - - - - - oot e oot ool
TAAIAAATITACTTTTTATAIAA --------------------------- TCCAITG————TT A--T
TAAGAAATGTAC-TTTTATACAAGATAJCACCAATAAACTAAAATTTGTT TCCAGTGTI——IAIA——T
TAIGAAATGTAITTTTTATACIAGATACCACCAATAAACTAAAITTTITT TCCAGTGm = = = = = = = m o mm o m e e e e e e e e e e e e
G.TGICIAAAAITIA.ATIA.TIA - I ------------------------------------------------------------ TAAGIAAT -----------------------------------------
AAAAT TTTACTAT T T TG TAT - - - = = = m = m m e e o e e e e e e e e e e oo oo - GAATCGTT-mmmmmmmmmmmmm e = - TATACCGCAAGAACAACGH----------- TAAGAAAT TTTTTATA AAIATACCAC.ATAAAITIAAI
AAAATTTTACTATTT - GIATGITIAT—AITIAAAATAAAGTTA—TTTITTTTIGAAICGTTCATGTITCCTTATAAATTAIACCGCAAGIACAAC GT---------- TAAGAAATGT TTTTTATEBAAGATACCACCAATAAACTAAAATTTGTT
-------------------------------------------------------------------------------------------------------------- TAAGAAATGTACTTTTIATA A-TACCACI I e e

GEBATCTTCCTARTT- - - - - oo - AATCAARIGATA - - - T- - - - - - - - oo TAAG AA TTA A o n e TCAGTGIBT - - - - - - - - - o oo oo
GIATCTTCCTAITT -------------- AATCAAIGATA———TI ------------------------------------------------------------ TAAG AA TTA A oo TCAGTG
-------------------------------------------------------------------------------------------------------------- AAAAATG AC———TIAT CAAGATAC--=-=-=-=-=-=---------@MTTHBGT
-------------------------------------------------------------------------------------------------------------- BracArATGAlT TTTTARAAAGATACCHCCAAAAACTAAAATTTGTBTCCAGTGTAT
AAAATCTTACTATET -« v e BT TTTAGAATCGTTCATGTGTCCTTATAAATTATACCACAAGAACAACGGY---------- TAAGAAAT - - - - TTTTTATACAAGAT = = = = = = == o m o mmm o me e e e o - TCCAGTGT
-------------------------------------------------------------------------------------------------------------- TAAGAAATGTETTTTTATAJAA- TACCACCAATAAACTAAAATTJGTTETTCAGTGTAT
AAAATCTTACTATTTTEMGTATG AAAATAAAGTTA-TTT T TTTAGARTRGTTCATTGTCTTTATAAATATACCGCAAGAAAACGGT - - - - - - - - - - TAAGAAATGJACTETTTATACAAGATACCHCCAATAAACTAAAATTTGTTETCCAGTG- - - - TTTA-
CHCACAGACT TG TATT TITA TETABT TAAABBEE - - - - - - - - - - - - - AATTATACCGCAAGAACAACIIBIT - - -« - - v e ACAAGATACCABCAATBAARTAAAATETGTTETCCRGTG- - - - TATAT - TRCTTCAETEACE - - - - - - - - - - - --------
______________________________________________________________________________________________________________ T e o e e e e e e e e e e e e e e e e e e e e e e e oo oo
-------------------------------------------------------------------------------------------------------------- T%AAATGTACTTTTTATACAAGA.CCACIAAIAA-A ATTT- - -
-------------------------------------------------------------------------------------------------------------- TAAGJAATGTACTTTTTATACAAJATACCACCAATAAACTAABATTTGTT

-------------------------------------------------------------------------------------------------------------- TAAGAAATTACTTTTTATACAAGATACIACCBATRAACTAAATTIT
-------------------------------------------------------------------------------------------------------------- TAAGAA- - - - ACTTTTTATCAAGATACCBCCAATAAACTAAAATTTGYT

AIG.C T.CIAITT

AAAAT CTTCCTAT T T o m s m s m e e e e o e o e e e e e e e eme e e e BT TTTAGAATCGTTTATGTGTCCTTATAAATTATACTACAAGAAC- - -GGl - - - - - - - - - TAAGAAAT - - - - TTTTTATACAAGAT = = = = == == o e mmm e o em e e oo -
-------------------------------------------------------------------------------------------------------------- BAAPAAATGTACTTTTTATACAAGATAJCACCAATAAACTAAAATTTGTT
-------------------------------------------------------------------------------------------------------------- TAAGAAATIITACTTTTTATACAAGATACCACCAJAAACTAAAATTTGTT
-------------------------------------------------------------------------------------------------------------- TAAIAIATI ITTTTT
-------------------------------------------------------------------------------------------------------------- TAAGAAATGTEMTIT TTATACAAGATACCACCAATAAACTAAAATTTGTT
--------------------------------------------------------------------------------------------------------------- AAGAAATGTACTTTTTATACAAGATARACCAATAAACTAAAARTTGT
-------------------------------------------------------------------------------------------------------------- TAAGAAATGTACTTTTTATICAAIATA!ICCAATAAACTAAAATTTITT
-------------------------------------------------------------------------------------------------------------- TAAJJAAATGTACTTTTJATACAAGATACCACCAATAAACTAAAATTTGTT
-------------------------------------------------------------------------------------------------------------- TAAGAAATGTACITIT!ITACAIGATA.AI— e
-------------------------------------------------------------------------------------------------------------- TAAJAAATGTACTTTTTATACAAGATACCACCAAJAAACAAAATT - -TT
AAAAT CTTCCTAT T T o m s m s m e e e e o e o e e e e e e e eme e e e BT TTTAGAATCGTTTATGTGTCCTTATAAATTATACTACAAGAAC- - -GGl - - - - - - - - - TAAGAAAT - - - - TTTTTATACAAGAT = = = = == == o mmmmmmmeee oo -
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).bed _uf.bed g 2.bed fm_1.bed 0 O bcIn.fa_aln.fa cl.fa_gs.fa ce.i After TEtrimmer 763 bp

size: 763bp; fragments: 128; full length: 4 (>=686.7bp)

o
O_
N~
o |
N o
0 /\8_
5 g ©
S @)
NtV S
fd
a O o
N v | Q B
cC - o "5
Q o Q-
7)) = o
N
c = 5
o Q L S+
O =) " <
—_— m -
8 o > 5 No TE domain detected
8 = —— 38¢9- c S
2 o 88_
S -
P c
E) — o
o — O g |
= — e
il —

5
!
20

100
!

I I I I I I I I I I I I I I I I I I I I I I I I I I I I
0 100 200 300 400 500 600 700 100 200 300 400 500 600 700 0 100 200 300 400 500 600 700 0 100 200 300 400 500 600 700
TE consensus (bp) TE consensus genomic coverage plot (bp) TE consensus self dotplot (bp) TE consensus structure and protein hits (bp)



fasta.b.bed uf.bed g 2.bed fm_1.bed O O bcin.fa_aln.fa_cl.fa_gs.
size: 1137bp; fragments: 152; full length: 0 (>=1023.3bp)
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divergence to consensus (%)
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size: 310bp; fragments: 106; full length: 26 (>=279bp)

TE: rnd_5 family 574
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After TEtrimmer ORF and PFAM domain plot
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Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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