Start crop Point End crop Point

1 MSA length = 1921 1

CAGTGCCGGATTAAGGTCCTAGGGGGCCCGGGGCTAGIGGCTACCCTTGG —————————— GGGCCTGGGGCTATAGCCCCC TAGC——CCCCCCCCTTAATCCAGICCTG

---------- TTTTAAA
---------- TTTTAAA
AT -AATAA- - - -AA

CAGTGCCGGATTAAGGTCCTAGGGGGCCCGGGGCTAGHGGCTACCCTTGG-=-=-===-==~-- GGGCCTGGGGCTATAGCCCCCEBTAG---CCCCCCCCTTAATCCAGHCCTG
CAGTGCCGGATTAAGGTCCTAGGGGGCCCGGGGCTAGGGGCTACCCTTGG == =====>=~-- GGGCCTGGGGCTATAGCCCCC TAGCCCCCCCCCCCITAATCCAGGCCTG
CAGTGCCGGATTAAGGTCCTAGGGGGCCCGGGGCTAGGGGCTACCCTTGG == =====>=~-- GGGCCTGGGGCTATAGCCCCCATAGCCCCCCCCCCCTTAATCCAGGCCTG
CAGTGCCGGATTAAGGTCCTAGGGGGCCCGGGGCTAGGGGCTACCCTTGG == ======~-- GGGCCTGGGGCTATAGICCCCATAG———CCCCCCCCTTAATCCAGGCITG
CAGTGCCGGATTAAGGTCCTAGGGGGCCCGGGGCTAGGGGCTACCCTTGG - === ===>=~- - GGGCCTGGGGCTATAGCCCCCATAG-CCCCCCCCCCTTAATCCAGGCCTG
CAGTGCCGGATTAAGGTCCTAGGGGGCCCGGGGCTAGGGGCTACCCTTGG == =====>=~-- GGGCCTGGGGCTATAGCCCCCATAGCCCCCCCCCCCTTAATCCAGGCCTG
CAGTGCCGGATTAAGGTCCTAGGGGGCCCGGGGCTAGGGGCTACCCTTGG == ======~-- GGGCCTGGGGCTATAGCCCCCATAG---CCCCCCCCTTAATCCAGGCCTG
CAGTGCCGGATTAAGGTCCTAGGGGGCCCGGGGCTAGGIGCTACCCTTGG —————————— GGGCCTGGGGCTATAGCCCCCATAG---CCCCCCCCTTAATCCAGGCCTG
CAGTGCCGGATTAAGGTCCTAGGGGICCCGGGGCTAGGGGCTACCCTTGG —————————— GGGCCTGGGGCTATAGCCCCCATAGCCCCCCCCCCCTTAATCCAGGCCTG
CAITGCCGGATTAAGGTCCTAGGGGGCCCGGGGCTAGGGGCTACCCTTGG ————————————————————————————————————————————————————————————
CAGTGCCGGATTAAGGTCCTAGGGGGCCCGGGGCTAGGGGCTACCCT T - - - ----- - - GGGCCTGGGGCTATAGCCCCCATAG----CCCCCCCTTAATCCAGGCCTG
CAGTGCCGGATTAAGGTCCTAGGGGGCCCGGGGCTAGGGGCTACCCT# —————————— GGGCCTGGGGCTATAGCCCCCATAG---CCCCCCCCTTAATCCAGGCCTG
CAGTGCCGGATTAAGGTCCTAGGGGGCCCGGGGCTAGGGGCTACCCTTGG == ======~-- GGGCCTGGGGCTATAGCCCCCATAG---CCCCCCCCTTAATCCAGGCCTG
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3.bed_fm_1.bed 0 0 n.bed g_1.bed fm 2.bed 0 0 bcln.fa_aln.fa After TEtrimmer 1921 bp

size: 1921bp; fragments: 2970; full length: 11 (>=1728.9bp)
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ed g 3.bed fm 1bed 0 0 nbed g Lbed fm 2.bed 0 0 belnfa After TEtrimmer Extended plot Blue lines are boundaries
size: 2221bp; fragments: 2890; full length: 0 (>=1998.9bp)
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divergence to consensus (%)
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size: 1389bp; fragments: 3188; full length: 0 (>=1250.1bp)

TE: rnd_5 family 5288
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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