Start crop Point End crop Point

1 MSA length = 15444 1
---------------------------------------------------------------------------------------------------------------------------------------------------------------- ATTCATTETA--------
GCATTTTGTTATATTTTTGAGTAATAAAGTATATTGTGTTTAAAAATTATTTAGGCCAAATATAGTCA - - === - === - - TTTGTTATATTTTTGAGAA - - = = - = = - - - AAAAATTAGTTTAGGCCIAATAATAAAATATBG - < - - oo s e e
GCATTTTGTTATATTTTTGAGTAATAAAGTATATTGTGTTTAAAAATTATTTAGGCCAAATATAGTCAAAAATATATTTAGTTTGTTATATTTTTGAGAA - - = - = - - - - - AAAAATTAGTTTAGGCCAAATAATAAAATATAGT TT - m s s m e m s m e o e e e e e i e e eme e ee o s
-------------------------------------------------------------------------------------------------------------- AAAAATTAG T TAGGCCAAATAATAAAATATAGTTTAATTTTAAATAT TT -« -« - v m v e e e -
GCATTTTGTTATATTTTTGAGTAATAAAGTATATTGTGTTTAAAAATTATTTAGGCCAAATATAGTCAAAAATATATTTAGTTTGTTATATTTTTGAGAA - - = - = - - - - - AAAAATTATTTTAGGCCAAATAATAAAATAT - = - = @ o o s s m e o e e e o e e e oo o am i ememee o s
GCATTTTGTTATATTTTTGAGTAATAAAGTATATTGTGTTTAAAAATTATTTAGGCCAAATATAGTCAAAAATATATTTAGTTTGTTATATTTTTGAGAA - - = - = - - - - - AAAAATTAGTTTAGGCCIAATAATAAAATATBG - - -« - oo s e e
GCATTTTGTTATATTTTTGAGTAATAAAGTATATTGTGTTTAAAAATTATTTAGGCCAAATATAGTCAAAAATATATTTAGTTTGTTATATTTTTGAGAA - - = - = - - - - - AAAAATTAGT TTAGGCCAAATAATAAAATAT - = - = & o o s s m e e e e o e e e oo o m i eme e e oo s

AAAAATTAGTTTAGGCCAAATAATAAAATATAGTTTAATTTTAAATATTTTTAATTTAAAATAAGCTC
AAAAATTAGTTTAGGCCAAATAATAAAATATAGTTTAATTTTAAATATTTTTAATTTAAAATAAGCTC

----------------------------------------------------------- ATATAITGATAITATATTTATTTTGTTATATTITTIAIAI
TTTARA

----------------------------------------------------------- ATATABTGATARBTATATTTATTTTGTTATATT

.ATTTIGTTAIATTTIT-AATAAIAIATITIGT.TTAAIAAITA.TIG.CAAATAT.TGATAAATITA.TATTTTGTTATATTTTTGAGAA ---------- AAAAATTAGTTTAGGCCAAATAATAAAATATAGTTTAATTTTAAATATTTTTAATTTAAAATAAGCTC
GCATTTTGTTATATTTTTGAGTAATAAAGTATATTGTGTTTAAAAATTATTTAGGCCAAATATAGTCAAAAATATATTTAGTTTGTTATATTTTTGAGAA - - - - = = - - - - AAAAATTAGTTTAGGCCAAATAATAAAATATAGTTTAATTTTAAATATTTTTAATTTAAAATAAGCTC
GCATTTTGTTATATTTTTGAGTAATAAAGTATATTGTJTTTAAAAATTATTTAGGCCAAATATAGTCAAAAATATATTTAGTTTGTTAJJATTTTTGAGAA- - - - - - - - - - AAAAATTAGTTTAGGCCAAAJJAATAAAATATAGTTTAATTTTAAATATTTTTAATTTAAAATAAGCTC
GCATTTTGTTATATTTTTGAGTAATAAAGTATATTGTGTTTAAAAATTATTTAGGCCAAATATAGTCAAAAATAJATTTAGTTTGTTATATTTTTGAGAA- - - - - - - - - - AAAAATTAGTTTAGGCCAAATAATAAAATATAGTTTAATTTTAAATATTTTTAATTTAAAATAAGCTC

---------------------------------------------------------------------------------------------------------------------------------------------------------------- TTBATTT - - - -mam - -
---------------------------------------------------------------------------------------------------------------------------------------------------------------- CTABGTTEE---------
GCATTTTGTTATATTTTTGAGTAATAAAGTATATTGTGTTTAAAAATTATTTAGGCCAAATATAGTCAAAAATATATTTAGTTTGTTATATTTTTGAG-A--=----- - - AAAAATTATTTTAGGCCAAATAATAAAATATAGTTTAATTTTAAATATTTTTAATTTAAAATAAGCTC
GCATTTTGTTATATTTTTGAGTAATAAAGTATATTGT@TTTAAAAATTATTTAGGCCAAATATAGTCAAABATATATTTAG. <<« o s mm oo AAAAATTAGTTTAGGCCAAATAATAAAATATAGTTTAATTTTAAATATTTTTABTTTAAAATAAGCTC
GCATTTTGTTATATTTTTGAGTAATAAAGTATATTGTGTTTAAAAATTATTTAGGCCAAATATAGTCAAAAATATATTTAGTTTGTTATATTTTTGAG-A--=----- - - AAAAATTATTTTAGGCCAAATAATAAAATATAGTTTAATTTTAAATATTTTTAATTTAAAATAAGCTC
GCATTTTGTTATATTTTTGAGTAATAAAGTATATTGTGTTTAAAAATTATTTAGGCCAAATATAGTCAAAAATATATTTAGTTTGTTATATTTTTGAG-A--=----- - - AAAAATTATTTTAGGCCAAATAATAAAATATAGTTTAATTTTAAATATTTTTAATTTAAAATAAGCTC

---------------------------------------------------------------------------------------------------------------------------------------------------------------- TRAATEBBAACEEAABCTH
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2d_uf.bed g 1.bed fm_1.bed O O bcIn.fa_aln.fa cl.fa_gs.fa ce.fa After TEtrimmer 15444 bp

size: 15444bp; fragments: 110313; full length: 0 (>=13899.6bp)
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/ 4741 .fasta.b.bed uf.bed g 1l.bed fm 1.bed O O bcIn.fa_aln.fa cl After TEtrimmer Extended plOt Blue lines are boundaries
size: 16085bp; fragments: 100689; full length: 0 (>=14476.5bp)
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TE: rnd_5 family 4741

size: 4867bp; fragments: 1230; full length: 22 (>=4380.3bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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consensus before TEtrimmer (bp)
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(windowsize = 25, threshold = 50.00 10/10/25)
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