Start crop Point End crop Point

MSA length = 1277 1

------------------- T----TTARHTTEETATA AAAAATAGCAGGTTAGTCGTGACTGACTAAGT TAABAAAAAACT CAAAAT - =« - & m s m o o e o et e o et b e f e e o et e i e e et e e e oo memeeaamaa oo
----------------------- THARAET - - -ATAREETTAT - - —!IAAAAATAGCAGGTTAGTCGTGACTGACTAAGTTAA AAAAAACTCAAAAT - ---------GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGCATCCTCAC
------------------------ AGAT - - -[A- - TATAR- - - AAAAATAGCAGGTTAGTCGTGACTGBCTAAGTAAR - AAAAAACT CAAAAT - = - = - = - = - s m s ot e e et f oo
[ B GECTTHT T TRTEACECHA-TGT-ATA TTTACAIA ---------------------------------------------------------------- GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTJACTGCATCCTCAC
----------------------------------------------------------------- .CGTIAI'TAIATTA AAAAAACT CAAAAT - = = = = = = o m e e e e e e e e e e e e e e e e e e e oo
-------------------------------------------------------------------- TAAATARABAAAAAACT CAAAAT - =« = & & o m oot m et e o et o et e e e e e e e e e e e eeieiaoo
TETATA - AlJAAATAGCAGGTTAGTCGTGACTGACTAAGTTAABAAAAAACT CAAAAT - - - - - - - - - - GAAAAAGTAGTTTTATTAGECTATGTGGTGATTATTGACTGCATCCTCAC

TTRATAT TAAAAATAGCAGGTTAGTCGTGACTGACTAAGT TAABAAAAAACT CAAAAT = = = = = & @ = m o m e o e f ettt o e o e o et e m oo e e e i e o moemaemaoamao s

F!:TA AR TlAAAATAGCAGGTTAGTCGTGACTGACTAAGTTAABAAAAAACTCAAAAT - - - - - - - - - - GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGCATCCTCAC
---------------------------------------------------------------------------- CHAAAT TBABAAAAAACT CAAAAT - « - - - - o x s m et ool
---------------------------------------------------------------------------- CTAMABBATAAAAAA - TCAAAAT - - - - -« o c oo oo Lo
-------------------------------- BAEATEE TBATATABBETAAAAATAGCAGGTTAGTCGTGATTGACTAAGEAABEAAAAAACT CBAAAT - - - - - -« - s ettt
--------------------------------- - AAAAATAJCAGGTTAGTCGTGACTGACTAAGTTAAAAAAAACTCAAAAT - - - - - - - - - -GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGCATCCTCAC
-------------------- TTTACANA AAAAATAGCAGGTTAGTCGTGACTGACTAAGTAAB - AAAAAACT CAAAAT - =« - & s s m ot e et e o e e ottt e e et e e e e e i e e e o e o aeemamaa oo
TRRA A AT - TTTACET AR TRAAAATAGCAGGTTAGTCGTGACTGACTAAGT TAABAAAAAACT CAAAAT - - - - - o o o oo o o ot et e e e e e et e e oo e e e e e
-------------------------------- TTEATATATBBTAAAAATAGCAGGTTAGTCGTGACTGACTAAGTAAGIAARAAACT CAAAAT - - - - -« - s m e
------------- TTRTTT AAAAATAGCAGGTTAGTCGTGATTGACTAAGT TAABAAAAAACT CAAAAT - = = = = & = @ m e m e f e o e m o f e m o fm et et e m e i e e eiemaoemamea o
TATAGT - - —TGITTAITIT - AAAAATAGCAGGTTAGTCGTGACTGACTAAGTTABAAAAAACTCAAAAT - - - - - - - - - - GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGJJATCCTCAC
-------------------------------------------------------------------------------------- AAAAAACTCAAAAT - - - - - - - - - -GAAAAAGTAGTTTTATTEGCCTATGTGGTGATTATTGACTGCATCCTCAC
ATAGTE TAAAABAGCAGGTTAGTCGTGACTGACTAAGT TAABAAAAAACT CAAAAT = - = - & - & - st et e ot ottt oo

- TATBETAAAAATAGCAGGTTAGTCGTGACTGABTAAGT TAABAAAAAAIT CAAAAT - - - - -« o c o m e ottt oo

------------------------ TGAITAA————— AAAAAACTCAAAAT - ---------GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGCATCCTCAC

------ TAAAAABAGCAGGTTAGTCGTGACTGACTAAGTAAGIMAAAAAACT CAAAAT - - - - - - o x o m sttt oo

IR < 1 L T AAAAAACTCAAAAT - - == - =~ - - - GAAAAAGTAGTTTTATTAGCCTATGTGGTGABGART--------------
TTTACATABEBETAAAAATAGCAGGTTAGTCGTGACTGACTAAGTAAGMAAAAAACT CAAAAT - = - = - = - = - s m et ettt ot
------------------------------------------------------------------ T TBACTGECTEHATABABTAAAAACT CAAAAT = - = - - - & - st et o oo oot
----------------------- CEATET-ATHT TTTRAG ARG T AH- - - ABABATAGCAGGTTAGTCGTGACTGACTAAGT TAABAAAAAACT CAAAAT « - = - & - & - oot ot oottt f oo
--------------------------------------------------------------------------- G AAAAAACECAAAAT = - - - & - e o e ool
T----ATARBTTTHT------ AAAAATAGCAGGTTAGTCGTGACTGACTAAGT TAABAAAAAACT CAAAAT - = = = = = = @ oo s m e o e m e o o e m et e ot e ot e m e i e e e oo maoemamaa o

TTAI—ATAl ICATA-I GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGCATCCTCAC

GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTG---CCTCAC

TTAJATA GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGCATCCTCAC
TTATATAl CIAI ------------------------------------------------------------
------ TAAAAATAGCAGGTTAGTCJTGACTGACTAAGTTAABAAAAAACTCAAAAT - - - - - - - - - -GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTA|TGACTGCATCCTCAR

ATATA-TAAAAATAGCAGGTTAGTCGTGACTIA ------ AABBAAAAAACTCAAAAT - = = = = = = = = - WAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGATCCcAC
----------------------------------------- AAAAATAGCAGGTTAGTCGTGACTGARTAAGT - ABAAAAAACT CAAAAT - = - = - - - oo ettt oo

------ BABAAATAGCAGGTTAGTCGTGACTGACTAAGTTABBAAAAAACTCAAAAT - - - - - - - - - -GAAAAAGTAGTTTTATTAGCCTATGTGTGATTATTGACTGCATCCTCAC
---------------------------------------------------------------------- BAT------AATAAABAAAAAACTCAAAAT - - - - - - - - - -GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGCATC- - - - -
TTTITATA‘AAIAAIAGCAGGTTAGTCGTGACIGACTAAGTTAA AAAAAACT CAAAAT - = = = = = = o m e e e e e e e e e e e e e e e e e e

TTATARA AAAAATAGCAGGTTAGTCGTGACTGACTAAGTTAABAAAAAACTCAAAAT - == == -« - - - GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGCATCCTCAC

-------- T e e GAAAAARBTGTTTTATTAGCCTATGTGTGATTATTGACTGCATCCTCAC

------ TABAAATAGCAGGTTAGTCGTGACTGACTAAGT TAABAAAAAACT CAAAAT = - = - - < - x s o ettt oo oo
---------------------------------------------------------------------------- BT AT T T ATBAAAAAACT CAAAAT - - - - -« m s e ettt
------------------------------------ AAAAAACTCAAAAT - - ------ - -GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGCATCCTCAC

TRTATATA - - AAATAGCAGGTTAGTCGTGACTGACTAAGT TAABAAAAAACT CAAAAT - = - & o - ot ettt oL oo

AI - - - -AAATAGCAGGTTAGTCGTGACTGACTAAGTTAABAAAAAACTCAAAAT - = - - = - - - - - CEAAAAGTABBTR- - - - - - - - - - - e

----------- GCAGGTTAGTCGTGACTGACTAAGTTAABAAAAAACTCAAAAT ----------GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGCATCCTCAC
AAAAATIGCAGGTTAGTCGTGACTGACTAAGTTAA AAAAAACTCAAAAT - = - == - = - - - GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGCATCCTCAC
TAAAAATAGCAGGTTAGTCGTGACTGACTAAGTTAA AAAAAACT CAAAAT - = - o & o s e o o e e e e a o

------------------------------------------------------------ GGTTAIT.T‘T]AIT“ATTAA AAAAAACT CAAAAT - = = = = = = m e e e e e e e e e e e e e e e e e e e
--------------------------- AT-CERAT A BB T@ACABA------- - - ITIRBAGTIITA - - - ABAAAAAACT CAAAAT = - - - - - s - s oo et
------------------------------------------------- Te-emomoo----TARTEETRATT A A A AAAACT CAAAAT - - - & o o oot o e e e e e e e e e

A BBA A A AACT CAAAAT - - - - - m e m e m il

------------------------------------------- ATA----«-------CAGGTTAGTCGTGACT

TAAITT
TIAA——

ACATARGET - - - - - - - - - - - W TACEEGCTRATECACHBAATTABAAAAAACT CAAAAT - = - = - = - & - s m s e e ettt oLl
TTAATATATATTAABAATAGCAGGTTAGTCGTGACTGACTAAGT TAABAAAAAACTIAAAAT - - - - o o et
--------------------------------------------------------------------- TRECTGAMTIAATAAABAAAAAACT CAAAAT = = - = - - - o st ot ottt oo
------------------- TT--GTTHATTTTAT - TA - - AAAATAGCAGGTTAGTCGTGACTGACTAAGT TAABAIAAAACT CAAAAT - = - - o - ot ot et oo
ARARTAT-ATERETETATATA -TAAAATAGCAGGTTAGTCGTGACTGACTAAGT TAAGAAAAAACT CAAAAIR - - - - - - - o m e

GEATT - -[J@T AR T TTAATABIB TAAAAATAGCAGGTTAGTCGTGACTGACTAAGTTAABAAAAAACT CAAAAT - - - - - - - - - - GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGCATCCTCAC

TTTATABARAR - - - - - - ------- TEACECEETT 1 TCABTRART TAAGAAAAAACTCAAAAT - - - - - - - - - - GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGCATCCTCAC

TFATA AAAATAGCAGGTTAGTCGTGACTHART - - - - TAABAAAAAACTCAAAAT = - = - = - = - - - GAAAAAGTARTTTTATTAGCCTATGTGGTGATTTTGARTGCHTR- - - - -

TTEBATATA AAAAATAGCAGGTTAGTCGTGACTGACTAAGT TAABAAAAAACT CAAAAT - = = = = = = = = = & & m o m e m o o ot ot ot et ot f oo oo oo oo oo mm oo oo s

------------------------------------------------- TAAAATAGCAGGTTAGTCGTGACTGACTAAGT TAABAAAAAACT CAAAAT = = - = & & o & o e e e m e f e &t f e &t f e m ot f it d ot e e m e d it m i e mm o e a o s

IAAATAGCAGGTTAGTCGTGACTGACTAAGTTAA AAAAAACT CAAAAT = = = = = = m ot m ot m ot m e e e e e e e e e e e e e e e e e e ee e aaaaaa

------------- TATARETA
---------------------- T———IATA.TTTAI——————TAAAAATAGCAGGTTAGTCGTGACTGACTAAGTTAA AAAAAACT CAABAT = - - -« - e e e et oo

------------------------------------------------- g--------- —GGTIAITIiTGATTGIﬂGIAA AAAAAACTCAAAAT - - - - - - - - - -GAAAAAITAGTTTTATTAGCCTATGTGGTGATTATTGACTGCATCCTCAC
-------------------------------------------------------------------- Tl TGA GTTANBMAAAAAACTCAAAAT - - - - - - - - - -GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTGACTGCATCCTCAC
------------------- -TIGIACIGT—AT-TTTICATA-—AAAAATAGCAGGTTAGTCGTGACTGACTAAGTTAA AAAAAACTCAAAAT - - - - - - - - - —GAAAAAGTAGTTTTATTAGCCTAIGTGGTGATTATTGACTGCATCCTCAC
---------------------------------------------------------------------- BB CREET 16T A TATABAAAAAACT CAAAAT - - - - - c o c ot s ottt

- - - -AAATAGCAGGTTAGTCGTGACTGACTAAGTTAABAAAAAACTCAAAAT - = - - == - - - - GAAAAAGTAGTTTTATTAGCCT-TGTGGTGATTATTGACTGCATCCTCAC

TAAAAATAGCAGGTTAGTCGTGACTGACTAAGT TAABAAAAAACT CAAAAT = = - = & & = & s e e e o e f e & e &t e f e f e m ot e f it ff e e m e d i e i e o e o e e o s

--------------------- THA AC——— ATARMITTT - -ATA
AT - - - TTA TITAT

------------------------------------ TTTAT AAAAATAGCAGGTTABTCGTGACTGACTAAGTAAGRAAAAAACT CAAAAT = = - = - - - oo e et oo
-------------------------------------------------------------------------------------------------------------- GAAAAAGTAGTTTTATTAGCCTATGTGGTGATTATTJACTGCATCCTCAC
-------------------------------- GriABBTT------------AAATAGCAGGTTAGTCGTGACTGACTAAGT TAABAAAAAACT CAAAAT - = < - - - s s m o m ot e oo
---------------------------------------------------------------- AGHERTHA TR T AAATTAJBAAAAAACTCAAAAT - - - - - - - - - -GAAAAAGTAGTTTTATTARJCI|T - TGTGGTGATTATTGACTGCATCCTCAC
--------------------- BEEECR- - - -BE Al B ATATAR- - - AAAAATAGCAGGTTAGTCGTGACTGACTAAGTTAABAAAAAACTCAAAAT - - - - - - - - - -GAAAAAGTAGTTTTATTAGCCTTGTGGTGATTATTGACTGCATCCTCAC

------------------------------------------------------------------ TER T T TR TEAR T TAABAAAAAACT CAAAAT - - - -« - e
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1.bed_fm_1.bed 0 0 n.bed g_1.bed fm 2.bed 0 0 bcln.fa_aln.fa After TEtrimmer 1277 bp

size: 1277bp; fragments: 3516; full length: 1 (>=1149.3bp)
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)ed g 1.bed fm 1.bed 0 0 n.bed g 1.bed fm 2.bed O O bcin.fa

divergence to consensus (%)
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size: 1576bp; fragments: 2715; full length: 0 (>=1418.4bp)
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TE: md_5 family 4703 Before TEtrimmer 1147 bp

size: 1147bp; fragments: 1946; full length: 4 (>=1032.3bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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