
Start crop Point End crop Point

MSA length = 5254
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T TGAC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CA T T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - GACAAGCGT CAAAAA TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGAA T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CAGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T A T T AGAAACAAAA TGA T T T CGA T CGGCGGGT CAAAAA T TGT T CGAGT ACC T AAAAA T T T A T T T CGA TG - - - - - - - - - - AAA T T TGT T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AA T C - T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT AGAAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- A T CGT CGGAA T CGA T CGT CA TGT CA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAAAA T TGT ACGAGT ACC T AAA T A T T T A T T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T TGT TGT AGAAGT AGA T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T T AA T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T AC TGT CGAAACCGGT CGT T CGGC T AA T AAA T A T T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T TGT TGT AGAAGT AGA T AAAC T T T T T T T C T T T - - - - - - - T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT AC T T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CA T TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- A T CGT CGGAA T CGA T CGT CA TGT CA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAAAA T TGT ACGAGT ACC T AAA T A T T T A T T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T TGT TGT AGAAGT AGA T AAAC - T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGCCGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT A T C T ACAAA T T T A T T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAGA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGGT CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AA T T T T AA T T CGA TGC T A TGA T T T CGT TGAAGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T AGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T AC - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A T AA T T T CGT TGT AGAAGT AGC T AAACA T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGTGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T C T A T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T - GGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T TGGC T AA T AAA T AC T AG - AACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACCAGT ACC T ACAAA T T T A T T T CGA TG - - - - - - - - - - AA T T T T AA T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAAC TGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T - GGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AA T T T T A T T T CGA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAAAA T TGT ACGAGT ACCCAAAAA T T T A T T T CGGT A - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCG - - - GT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CAGCAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T - GGTGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGC T T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT T A T AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC TGAAC - T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T TGGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AA T T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAAA TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGACAA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA TGGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGCCGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT A T C T ACAAA T T T A T T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AC T AAA
T T T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAG - - T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T T T CA T C T AAA T CG - - - - - - - - - - - - A T AGGCGCGACGCGCG - - - - - - - - - - - - - - - - - - GGCCAAAAA T TGT ACGAGT ACC T AAAAA T T T A T C T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGCAA TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACAGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AC T AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT AGAAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T T C T AGAAACAAAA T T A T T - - - - T CGGCGGGT CAAAAA T T C T ACGAA T ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AA T T T T AA T T CGA TGC T A TGA T T T C - - - GT AGAAGT AGT AAAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACA T CA T T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T - GGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T TGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T T AA T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T A T AGT A T AAAGA T AA T AAACGGGGT T T CACCA T CAC T T AGT AAA
T A T TGT CGAAACCG - - - GT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T C T A T CGGCGGA T CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - A T A T T T A T T T CGA TGC TGTGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAAC TGGGT T CCA T CA T CAC T T AGT AAC
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAAA TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGACAA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- A T CGT CGGAA T CGA T CGT CA TGT CA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAAAA T TGT ACGAGT ACC T AAA T A T T T A T T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T TGT TGT AGAAGT AGA T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT TGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T AA T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T - - AAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T C TGC T AA T AAA T AC T ACAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T T T T CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T - GGCGGGT CAAAAA T TGT ACGAGTGCC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A T AA T T T CGT TGT AGAAGT AGC T AAACA T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGTGGT T CCA T CA T CAC T T AGT AAA
T T T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAG - - T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
AA T CGT CAGAA T CGA T CGT CGTGT CAAAAAA T TGT ACGAGT ACAAC T AAA T CGA T - ACCGTGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T A T T T CG - TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCG - - - GT T TGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAA T T A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T - GGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T T C T AGAAACAAAA T T A T T T - - - - CGGCGGGT CAAAAA T TGT ACGAA T ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AA T T T T AA T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T A T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAAC TGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T - GGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AA T T T T A T T T CGA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA TGGT A TGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CAA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAAC TGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T - GGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AA T T T T A T T T CGA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T T AA T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T A T AGT A T AAAGA T AA T AAACGGGGT T T CACCA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGCAGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAGT T AGT A - -
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGT AACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAA T ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT ACC T AAAC - T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT T T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGGT CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGGT CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT ACC T AAAC - T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
AA T CGT CAGAA T CGA T CGT CGTGT CAAAAAA T TGT ACGAGT AAAGT T T T T T T CA T CACCGTGT CAAAAA T TGT ACGAGT ACC T AAAAA T T T A T T T CG - TG - - - - - - - - - - AAA T T T A T T T CGA T - - - - - GA T T T CGT T A T AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AACAAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC - T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T T CAACCGGAA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGCCAAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - GGT T AGT CGGT CGT CAAA T ACGACACCCAGA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA - T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACCGGT T T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA TGT AAAAAACAGGTGA T TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAA T A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAAC TGA T CGT T CGGC T AA T AAA T A T T AGAAACAAAA T T A T T T CGT T CGGC T AGT CAAAAA T TGT ACGAGT ACC T AAAAA T T T A T T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGTGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T A T T AGAAACAAAA T T A T T T CGT T CGGC T AGT CAAAAA T TGT ACGAGT ACC T AAAAA T T T A T T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T T T CA T C T AAA T CG - - - - - - - - - - - - A T AGACGCGACGCGCG - - - - - - - - - - - - - - - - - - GGT CAAAAA T TGT ACGAGT ACC T AAAAA T T T A T C T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T A T T AGAAACAAAA TGA T T T C T A T CGGCGGGT CAAAAA T TGT ACGAGT ACC T AAAAA T T T A T T T CGA TG - - - - - - - - - - AA T T T T T T T TGGGTGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGC T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T C T T T T AAAGT A T AGACA T AA T AAACGGGGT T CCA T CA T CACA T AGT AAA
T A T T AC T A T AAA T AGGT A T A T A TGT TGT AGT T A T T AAC TGT A T A T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T TGT T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T T T CA T C T AAA T CG - - - - - - - - - - - - A T AGACGCGACGCGCG - - - - - - - - - - - - - - - - - - GGT CAAAAA T TGT ACGAGT ACC T AAAAA T T T A T C T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T A T T AGAAACAAAA TGA T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T AAAAA T T T A T T T CGA TG - - - - - - - - - - AAA T T TGT T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T T T T A T C T AAA - - - - - - - - - - - - - - - AAAAAAA T T AAA - - - - AAGT T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AA T T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T T T CA T C T AAA T CG - - - - - - - - - - - - A T AGGCGCGACGCGCG - - - - - - - - - - - - - - - - - - GGCCAAAAA T TGT ACGAGT ACC T AAAAA T T T A T C T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC - T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGC T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGA T CAGGGAAAGCAGAA TG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T TGT T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T A T T AGAAACAAAA TGA T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T AAAAA T T T A T T T CGA TG - - - - - - - - - - AAA T T TGT T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T AC T AGAAACAAAA T T A T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T ACAAA T T T AC T T CGA TG - - - - - - - - - - AAA T T T A T T T CGA TGC T A TGA TGT CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGA T T CCA T CA T CAC T T AGT AAA
T A T TGT CGAAACCGGT CGT T CGGC T AA T AAA T A T T AGAAACAAAA TGA T T T CGA T CGGCGGGT CAAAAA T TGT ACGAGT ACC T AAAAA T T T A T T T CGT TG - - - - - - - - - - AAA T T TGT T T CGA TGC T A TGA T T T CGT TGT AGAAGT AGC T AAAC T T T T T T T C T T T T AAAGT A T AAAGA T AA T AAACGGGGT T CCA T CA T CAC T T AGT AAA
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TE: rnd_5_family_4680.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_ce.fa_se.fa_cel.fa_cer.fa_gs.fa_bc.fa
 size: 5254bp; fragments: 223410; full length: 0 (>=4728.6bp)
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TE: rnd_5_family_4680.fasta.b.bed_uf.bed_g_1.bed_fm_1.bed_0_0_bcln.fa_aln.fa_cl.fa_gs.fa_se.fa
 size: 5554bp; fragments: 222949; full length: 0 (>=4998.6bp)
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TE: rnd_5_family_4680
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