Start crop Point End crop Point

1 MSA length = 5254 1

TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTBACTTCGATG- - - -~ - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCATTAGTAAA
------------------------- IAIAA-AIAAA.- e e e e e e e e e -AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGIATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCJGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATATAGAAACAAAATATTTCGATCGGCGGGTCAAAAATTGTIICGAGTACCTAAAAATTTATTTCGATG- - - - - - - - - - AAATTTRTTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAARC- TTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTABAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
-ATIGTCGIAAICGITCGT-G.A -------------------------------------- AAAAATTGTACGAGTACCTAAAIATTTATTTCGATG ---------- AAATTTATTTCGATGCTATGATTTIGTTGTAGAAGTAGITAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
------------------------------------------ AAAT = o - e Lo AARTTTARTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACT TTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TAJJTGTCGAAACCGGTCGTTCGGCTAATAAATATAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTGTTGTAGAAGTAGTAAACTTTTTTTCTTT- - - - - - - TAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACITACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTT!ITTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
-ATIGTCGIAAICGITCGT-G.A -------------------------------------- AAAAATTGTACGAGTACCTAAAIATTTATTTCGATG ---------- AAATTTATTTCGATGCTATGATTTIGTTGTAGAAGTAGITAAAC-TTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGJCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTAICTACAAATTTATTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAABATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AARTTTATTCGATGCTATGATTTCGTTGJAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTJGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
LR R e I AAATTTATTTCGATGCTATJATTTCGTTGTAGAAGTAGCTAAACTTTTTTCTTTTAAAGTATAAAGATAATAAACGIGGTTCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCJATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGAT -GGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTIGGCTAATAAATACTAG- AACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACIJAGTACCTACAAATTTATTTCGATG- - - - - - - - - - AAITTTAITTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACIGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGAT - GGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - -« - - - - - - - AAB T TTATTTCGA - = = = = = m m e e e e e e e e e e e e e e e e e e o TCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
---------------------------------------------------------------- AAAAATTGTACGAGTACCIJAAAAATTTATTTCGRT----------AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCG- - -GTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - -~ -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCABCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGAT -GGlJGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGG|TTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTJTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAC-TTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTEGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAJITTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAAITGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGAJAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGJCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTAICTACAAATTTATTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAJTAAA
TlTTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAG- - TAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TIT.TCIAAAICG ------------ ATA-CIA-CI ------------------ GGICAAAAATTGTACGAGTACCTAAAAATTTATITCGATG ---------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - -~~~ - - - - AAATTTATTTCGATGCJATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACIJGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAJTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTABAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATIICTAGAAACAAAATTATT - - - - TCGGCGGGTCAAAAATTI TACGAJTACCTACAAATTTACTTCGATG- - - - - - - - - - AARTTTATTCGATGCTATGATTTC- - -GTAGAAGTAGJAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACIlT TCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGAT -GGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - -~ - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTIGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AAITTTAITTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAIAGTATAAAGATAATAAACGGGGTTICAICATCACTTAGTAAA
TATTGTCGAAACCG- - -GTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - -~~~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCIJATCGGCGGJTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AATTTATTTCGATGCTTGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACIIGGGTTCCATCATCACTTAGTAAR
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAAITGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGAJAATAAACGGGGTTCCATCATCACTTAGTAAA
-ATIGTCGIAAICGITCGT-G.A -------------------------------------- AAAAATTGTACGAGTACCTAAAIATTTATTTCGATG ---------- AAATTTATTTCGATGCTATGATTTIGTTGTAGAAGTAGITAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTIGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AAATTJATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTT- - AAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTClGCTAATAAATACTAJJAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGAT -GGCGGGTCAAAAATTGTACGAGTCCTACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATJATTTCGTTGTAGAAGTAGCTAAACTTTTTTCTTTTAAAGTATAAAGATAATAAACGJGGTTCCATCATCACTTAGTAAA
TBTTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAG- - TAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
I!TIGTC.AAICGITCGTTG.AAIAAAT.TA.A.AIAAITA.TCGAT-.CGIGTCAAAAATTGTACGAGTACCTACAAATTTATTTCG-TG ---------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCG- - -GTTHGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - -~~~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAATATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGAT -GGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - -~~~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATIICTAGAAACAAAATTATTT - - - - CGGCGGGTCAAAAATTGTACGAITACCTACAAATTTACTTCGATG- - - - - - - - - - AARTTTATTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTJTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACIGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGAT - GGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AART T TATTTCGA - < - w o e e o s oo e TCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATIGTAlJGAGTACCTACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCJATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACIGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGAT - GGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - = - - - - - - - AART T TATTTCGA - = - s o s e o m oot TCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA

-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AARTTTATTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAJAGTATAAAGATAATAAACGGGGTTCAJJCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - ------ - - AAATTTATTTCGATGCTATGATTTCGTTGJAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCABTTAGTA- -
-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA

TATTGTCGJAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAJTACCTACAAATTTACTTCGATG- - - - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAJCTAAAC- TTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - -~ -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTJTAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - - -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGITCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAJCTAAAC- TTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
IATIGTC.AAICGITCGT-G.AAIAAAT.TA.A.AAAITTITTT.ATC.CGIGTCAAAAATTGTACGAGTACCTAAAAATTTATTTCG-TG ---------- AAATTTATTTCGAT - - - - - GATTTCGTTITAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAAIAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - -~ -~ - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAAC-TTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
--------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCJAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA

IA.CA A = m e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e o AAA-TTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACIGGIITTCCATCATCACTTAGTAAA

A AAACAhTI ------------------------------------------------------------ AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAATATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACHGTCGTTCGGCTAATAAATAMITAGAAACAAAATTATTTCG TCGGCIGTCAAAAATTGTACGAGTACCTAAAAATTTATTTCGATG ---------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGJGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATAMTAGAAACAAAATTATTTCGITCGGCHMMGT CAAAAATTGTACGAGTACCTAAAAATTTATTTCGATG - -~ - - - - - - - AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TIT.TCIAAAICG ------------ ATAIA A-CI ------------------ GGTCAAAAATTGTACGAGTACCTAAAAATTTATITCGATG ---------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATATAGAAACAAAATATTTCJATCGGCGGGTCAAAAATTGTACGAGTACCTAAAAATTTATTTCGATG- - - - - - - - - - AARTTTRT T TBGBTGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGJTCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AAATTT--------------------------------------------TCTTTTAAAGTATAIAIATAATAAACGGGGTTCCATCATCACITAGTAAA
TATT AA L e e e AAATTTRTTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TITHAA CG------------ATAGABGCEACGEGCGE- - - - - - - - - - - - - - -~ - - GGTCAAAAATTGTACGAGTACCTAAAAATTTATTCGATG- - - - - - - - -- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATAMTAGAAACAAAATATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTAAAAATTTATTTCGATG- - - - - - - - - - AAATTTRTTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TITEITCIAAA --------------- AIAAA A TAIiii--AAlTTAT ------------------------------------------------------------- AAITTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TR clAAAfICG c@ AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA

-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAAC-TTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGJTCCATCATCACTTAGTAAA
------------------------------ AAATTTRTTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
-------------------------------------------------------------------------------------------------------------- AAATTTATTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATATAGAAACAAAATATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTAAAAATTTATTTCGATG- - - - - - - - - - AAATTTRTTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATACTAGAAACAAAATTATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTACAAATTTACTTCGATG - - ------ - - AAATTTATTTCGATGCTATGATTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGJTTCCATCATCACTTAGTAAA
TATTGTCGAAACCGGTCGTTCGGCTAATAAATATAGAAACAAAATATTTCGATCGGCGGGTCAAAAATTGTACGAGTACCTAAAAATTTATTTCGTG- ---- - - - - - AAATTTRTTTCGATGCTATGATTTCGTTGTAGAAGTAGCTAAACTTTTTTTCTTTTAAAGTATAAAGATAATAAACGGGGTTCCATCATCACTTAGTAAA



SRR
it

I
CHLTT TIHE R .
(UL TP TR

O il
i
10 i

el Y e
e (T
':'ilrii:':’“"r' ' A
e -

)

80 i'rfu I Ii;i;mmnlmIHI.WIH.IIHNN!IIIIIIIIIW"IIII!!!I!ll!II!!!Il!!ll!!!l!!ll!l!!ll!éII
y ||!||:|llmnwmMmﬂlmlml||||!ul -
i *.E{WH'!!EEHIIH!IMIIHMIH:!\NIHI\NIWI!IIIII} 1 :iﬁ;i O 1

| IIIJ
il




2d_uf.bed g 1.bed fm_1.bed O O bcIn.fa_aln.fa cl.fa_gs.fa ce.fa After TEtrimmer 5254 b P

size: 5254bp; fragments: 223410; full length: 0 (>=4728.6bp)
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/ 4680.fasta.b.bed _uf.bed g 1.bed fm 1.bed O O bcIn.fa_aln.fa cl After TEtrimmer Extended plOt Blue lines are boundaries

size: 5554bp; fragments: 222949; full length: 0 (>=4998.6bp)
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TE: rnd_5 family 4680

size: 2770bp; fragments: 27423; full length: 54 (>=2493bp)

H‘r\

Il

O e _—
N —_— T -
E— —————
5 — — =
. = —
_ —— — —
—_——aaa =
—
—F== —— =
==_$ —
L0 _| =— —
- !—';

10

divergence to consensus (%)

Il

!

Y

iy

l

'

"

l

wa MM W I\l

il

I I I I
500 1000 1500 2000 2500
TE consensus (bp)

coverage (bp)

10000 15000 20000

5000

Before TEtrimmer 2770 bp

Mmﬂm

I I I I
500 1000 1500 2000
TE consensus genomic coverage plot (bp)

I
2500

TE consensus self dotplot (bp)

sy ¢
' %

N Z
v 7

I I I I
0 500 1000 1500 2000 2500
TE consensus self dotplot (bp)

——
— —
— —

-> >

=’

No TE domain detected

I I I I I
500 1000 1500 2000 2500
TE consensus structure and protein hits (bp)




After TEtrimmer ORF and PFAM domain plot

ORF4

Bl ORFs

B PFAM domains

‘—
2
ORF6 ORF1 ORF5 ORF ORF3
1000 2000 3000 4000 5000




Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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