Start crop Point End crop Point

1 MSA length = 2102 1
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAICCG ---------- TAAAAAAAITCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT AATHT - - - - - - - oo

TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=---=-=--- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT AGT T———TIA Al T TERAATIT AMITC
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=------- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT ATT ATTT—AIAIT!I!AATI—.AITCI
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=----=--- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT AG TT----- e s e e e e e e e e e e mc e o=
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=-=------ TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT AATT T.AATG AATIT TT
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG---=------- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT GATTTATTTAATA -AT - - TT
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=------- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA TT
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=-=---=--- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=----=--- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTITTACTGTGAACCG —————————— TIAAIAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=------- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT
TAGTGCAGTCATTIAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG----------TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA - - - - - - - - s s s e o e o o e e o e o o m e oo m oo m o - -
TAGTGCAGTCATTIAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG AAITIT——TAAT
AGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG GATTTATTTAATA
TAGTGCAGTCATTGAAGIATTATTGCTCCGAATTTTTTTACTGTGAACCG ——————————— ATTT—AIA
A

TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG
TAGTGCAGTCATTGAAGIATTATTGCTCCGAATTTTTTTACTGTGAACCG
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG---=----~--- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCT.AATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=-=---=--- TIAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTT TACTGTGAACCG - - - = = = = = = = s s = s o oo e o o e o o e o o o e o s o o o e o o m o o o o m e o o e o o o e o e m o o e o m m o oo e o m e o o o o m m o e o oo e o oo o oo m o oo o m oo oo o m oo oo o -
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG---=------- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA.AI —————— - -TAATA
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=---=---- TIAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA —————————— - -TAATG
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=-=--~-=--- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTATIAI —————— —TAAIA
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG-=--------- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA--=-=-=-=-=----
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=------- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTATIA-— - -
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG---=------- TIAAAAAATTCGGAGGTAAGA——GTATTTTTCGCTTCAATGACTGCACTA ——————————

TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=-=------ TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTATHA - -
TAGTGCIGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG —————————— TAAAAAAATTCGGAGITAAIACCGTATTTTTCGCTTCAATGACTGCACTAT T - -
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG---=------- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAET - -

TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=-=------ TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCT TCAATGACTGCACTA - - - = = - = s s s o e e o e o o e e o e e o o e o e o o e o oo e - oo - m - - - -
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG---=------- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA----~--- T-

- ---TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG - = == = = = = - - TIAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA ----------
.TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTIAACCG ---------- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTATIA-— -
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG - - = = = = = = = - TIAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA

GTGRETTA 1 AGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG- -« - - - - - - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTJAACCG- - -------- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATBATTGCTCCGAATT TTTTTACTGTGAACCG - = - - = - = = - =& oot oo oL Lo Lo oo ___._.....
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG - - - -~~~ - - TAAAAAAAITCGGAIGTAAGACCGTATTTTTCGCTTCAATGACTGCACTATIA-— - —-A.AATTT ------ TAI

TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG - = = = = = = = - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCT TCAATGACTGCACTA - -« & & = o o o o o e d e e d e e e e e e e e e i i e e e oo oo s ABTT
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - = = = = = = - - TBAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA AA TTAI——AA A.TIC.A——IT TC
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG - = = = = = = = - - THAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT AETE- - - - - 8 R

TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG - - - -~ -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG - - - -~ -~ - - TIAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG - - - - - -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - - -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - = - - = - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA - == === === = = = - -

TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - = = = = = = = = = = = = = =@ m m @ m e e o e o e o e e e o e @ e m e @ e m e @ e m e @ e e e @ e e e m e e e e e @ e e e e e e e e e e e e e e e e e e e o
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - - -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - -~ -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - -~ -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTACTGTGAACCG- - - - - - - - - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - - -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT
TAGTGCAGTCATTGAAGCATBATTGCTCCGAATTTTTTTACTGTGAACCG - - - - = - = - = - o - oot oot o f Lo Looooooo.o.o.___._...._
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - - -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - -~~~ -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG - - -~~~ -~ - - TIAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTC-ATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - - -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGJACTAT
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - -~ - - - TIAAAAAATICGGAGGTAAGAIC-TITICICTTIAITGAITG -----
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG - - - -~ -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - - -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - == - = - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA - == === = mm e e m = -
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - -~ -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAJCENENT - - A
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - - -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA - - -~~~ -~ - - -
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - -~~~ -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTATHA - -A
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - - -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT A.T— A
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - - -~ - - THAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTATHA
TAGTGCAGTJATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG- - - - - - - - - - TIAAAAAATTCGGAGGTAAGICCGTATTTTTCGCTTCAATGACTGCACTAT A
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - -~ -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACARMT
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG - - - - - -~ - - TAAAAAAATTCGGAGGTAAJACCGTATTTTTCGCTTCAATGACTGCACTATRT
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - - -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA - - - - -~ -~ - -
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - - -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA - - == - - == - -
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG - - - - - -~ - - TIAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - - -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG - - - - - -~ - - TAAAAAAATTCGGAGGTAAGACIIGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG - - -~~~ -~ - - TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG - - - - == - = - - TAAAAAAAT TCGGAGGTAAGACCGTAT = = = = = = = = = m m o m e e e e e e e e e e e e e e e e m e e e e e e e e e e e e e e e e e e e e o
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG - - - - - -~ - - TIAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCAITIT A

TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG---=-=--=-=--- THAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTATEA
TAGTGCAGTCATTGAAGCATTATTGCTCCGATTTTTTTTACTGTGAACCG---=------- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTARRT
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG---=------- TIAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAAIGACTGCACTAT T
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=-=------ TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAEBERA
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=----=--- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTATBA- - - - -
TAGTGCAGICATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG —————————— TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTARRT - - - - -
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=---=---- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA----~---
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG---=------- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTATHERA -
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=-=------ TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTATHEA
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=----=--- TAAAAAAAITCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTAT T-----Al------ -t e e e sttt s e ettt s s s e -
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=---=---- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTATRAIEEERGS - - - - - - - - - - - -
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=---=---- TAAAAAAATTCGGAGITAAGACCGTATTTTTCGCTTIAATGACTGCACTAT T-----Al------- et e e e c ettt e e st e s s s e -
TAGTGCAGTCATTIAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG —————————— TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGIACCG —————————— TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAGTGCAGTCATTGAAGCATTATTGCTCCGAATTTTTTTACTGTGAACCG-=--=-=---=--- TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TIAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTIAATGACTGCACTA
TAAAAAAATTCGGAGGTAAGACCGTATTTTTCGCTTCAATGACTGCACTA
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b.bed uf.bed g 1.bed fm 1.bed O O bcin.fa aln.fa_cl.fa_gs.fa ce. After TEtrimmer 2102 b P

size: 2102bp; fragments: 660; full length: 0 (>=1891.8bp)
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fastabbed ufbed g Lbed fm Lbed 0 0 _belnfa ainfa clfa gs After TEtrimmer Extended plot Blue lines are boundaries

size: 2402bp; fragments: 659; full length: 0 (>=2161.8bp)
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TE: rnd_5 family 4620

size: 2172bp; fragments: 642; full length: 18 (>=1954.8bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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