Start crop Point End crop Point

1 MSA length = 14791 1
TCAAAACAAACCTGTCGAAGACTCTGTCGGTTTGAAGATTAAACACT TGAAAAAAAATAATAAAAAAATAATAAAAAAATAAAGAAAAGT TACAGCTAA - - = - =« =« o - s - oo oo oot L Lo ...
TCAAAACAAACCTGTCGAAGACTCTGGTCGGTTTGAAGATTAAACACTTGAAAAAAAATAATAAAAAAATAATAAAAAAATAAAGAAAAGT TACAGT TAA - = & - = & o & o ot m o e f e o e o e o o et o et et ot e o o e m et m f e ot e o e o et e oot e m et et e f ot e m ot e oo i e oeeoooamoaoeoaaoo
-------------------------------------------------------------------------------------------------------------- AAAGTTTTAACAAGCTTGGTTTGTTGTCTGCTCCAAAATATTCCATTACATTTTAAAATAAATAAATAATATTTTTTGTTTAATATACCTGTATGGATGC
-------------------------------------------------------------------------------------------------------------- AAAGTTTTAACAAGCTTGGTTTGTTGTCTGCTCCAAAATATTCCATTACAACTEAlATAAARAA - - -ATATT T TTGTCTGAAAAACTGTAT- - - - - -
TCAAAACAAACCTGTCGAAGACTCTGGTCGGTTTGAAGATTAAACACTTGAAAAAAAATAATAAAAAAATAATAAAAAAATAAAGAAAAGT TACAGT TAA - =« - = & = & o ot o o ot m e o f o e o o o et o ot et bt e ot m m e o m f e o bt et et e f et ottt et e m e o ff e e oo e e oo e oemoomammaoomaaoo
TCAAAACAAACCTGTCGAAGACTCTGGTCGGTTTGAAGATTAAACACTTGAAAAAAAATAATAAAAAAATAATAAAAAAATAAAGAAAAGT TACAGT TAA - =« - = & = & o o e o oot m e o et e o o ottt et e o f e o o et et m f e o ottt e o et et ottt o et e o ft e m et e o oo e oeooooameaoemaoo
------------------------------------ AAAGTAAACACTTGAAAAAAAAGIATAAAAAAATATTAAATGAATAAAGAACAGTAACAATTCA- - -~ ------AAAGTTTTAACAAGCTTGGTTTGTTGTCTGCTCCAAAATATTCCATTACATTTTATAATAAATAAATAATATTTTATGCTTGATAAACCCGTGTGGATGC
-------------------------------------------------------------------------------------------------------------- AAAGTTTTAACAAGCTTGGTTTGTTGTCTGCTCCAAAATATTCCATTACATTTTA- -TTAAATG----=------TAATTAAATAAA - - = = - = - == == - -
-------------------------------------------------------------------------------------------------------------- AAAGTTTTAACAAGCTTGGTTTGTTGTCTGCTCCAAAATATTCCATTACAACTIAAAABARTG- - - - - - - [T TlfTAGCCTAATAAA - - - oo -
------------------------------------ AAAGTAAACACTTGAAAAAAAAGATIBAAATAAATATTAAATGAATAAAGAACAGTAACAATTCA - - - = - = -« - w - oot oot o f ot L L Lo oo
ACAARACARA B C CIA TG C TGO T - - - - - - - - - m o oo n oo ool
--------- ACCTGCT AR T T GG Tl - - - - - - - - - o oo oot LLoLoooooooo.-
---------------------- Ll (ST R e i e e e I R
----------------------------- Y e e e e e R T T
-------------------------------------------------------------------------------------------------------------- AAAGTTTTAACAAGCTTGGTTTGTTGTCTGCTCCAAAATATTCCATTACATTTTATAATAAATAAATAATATTTTATGCTTGATAAACCCGTGTGGATGC
TCABAABAA - - - -BTTGETGGCCBGG- -GGTTTAAAGAT - - - - - - - - <R R I e T e
ACBAA- - - - a e LIl 07X S
-------------------------------------------------------------------------------------------------------------- AAAGTTTTAACAAGCTTGGTTTGTTGTCTGCTCCAAAATATTCCATTACATTTTAAAATAAATAAATAATATTTTTTGTTTAATATACCTGTATGGATGC
---------------------------------------------------------- TAATAAAAAAATAATAAAAAAATAAAGAAAAGT TACAGT TAA - =« - = & o o s o s m oot o oot et m e m o e m e o f f e m ot e m e o et e e e e e e e e e h e e e e e e e e e e e e e e e e
---------------------------------------------------------------------- AATAAAAAAATAAAGAAAAGT TACAGT TAA - - - -« c s s sttt oo ATAAATAAATAGTAGBTTTTGTTTAGTATACCTGTATGGETC
-------------------------------------------------------------------------------------------------------------- AAAGTTTTAACAAGCTTGGTTTGTTGTCTGCTCCAAAATATTCCATTACA - - - TJJAAATAAATAAARAGIATTTTTTATTTAAAAAARBTGJATGGATGC
-------------------------------------------------------------------------------------------------------------- AAAGTTTTAACAAGCTTGGTTTGTTGTCTGCTCCAAAATATTCCATTACATTTTA- -TTAAATG----=------TAATTAAATAAA - - = = - = - == == - -
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| uf.bed g 2.bed fm_1.bed 0 O bcin.fa_aln.fa_cl.fa_gs.fa ce.fa_se

divergence to consensus (%)

size: 14791bp; fragment_s: 1659; full length: 0 (>=13311.9bp)
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ly 43.fasta.b.bed_uf.bed g 2.bed fm 1.bed 0 0 bcinfa alnfa cli After TEtrimmer Extended plot Blue lines are boundaries

size: 15293bp; fragments: 1651; full length: 0 (>=13763.7bp)
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divergence to consensus (%)

TE: md_5. family 43 Before TEtrimmer 7486 bp

size: 7486bp; fragments: 834, full length: 1 (>=6737.4bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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