Start crop Point End crop Point

1 MSA length = 1855 1
AAAA AATTACCCAGTGAGCAATTTTGTCACATTTAGAACAGTTACGTATTGlGT - - ------ - - AACGACTCABCTAGAACACATTTCCCTAAGGAATAAAATGCTCACTGGG - - lTAAAcTTAAGATTTC TN
ABAAA A-TTRICCAGTGAGCAATTTTGTCACATTTAGGAACAGTTACGTATCTGCGT - - = = = = - - - - AACGACGTCACCTIGAACACATTTCCCTAAGGAATAAAATG TCACTGGG - - QTAAAAARTIAARTT -TCT
TTAAA----C - - GAAAATABIEIRE - - - - - - - - - - - - - oo e AACGACGTCACCTAGAACACATTTCCCTAAGGAATAAAATGC --------- TTAARAA - TRBAATTTCT
TTAAA----C - - GAAAATABIEIRE - - - - - - - - - - - - - - oo AACGACGTCACCTAGAACTGAGTTIC- - - - - - oo TT AAA ATTT!I
-------------------------------------------------------------------------------------------------------------- AACGACGTCACCTA.AEATTTCCITAAGGAATAAAATGCTCACTGGG LAAA CAAAATT - - - - -
-------------------------------------------------------------------------------------------------------------- AACGACGTCAICTAGAACACATTTCCCTAAGGAATAAAATGCTCAITIGG'— - - -AATTAAAARTTTTT
AA- - -BCCAGTGAGCAABTTTGTCACATTTERIAACAGT TACGTATCTGCGT » = - = - = - = s s e e e e e oo oo oo TCAAlAA- - -ATBTTTT
A----CCCATGAGCAATTTIRGTCACATTTAGGAACAGTBACGTATCTGCGT - = mmmmm s mememememeoeom oo BB e
AA - - - CCCAGTGAGCAAITI!GTCACATTTAGIAACAITTACITITCTICIT ---------- AACGACGTCACCTAGAACACATTTCCCTAABGAATAAAATGCTCACTGG - - = - = = s s s e e ettt oo
AATTACCCAGTGAGCAATTTTGTCACATTTAGGAACAGT TACGTATCTGCGT = = = = = = = = = = = = = = & & & e o e ottt o e e oo i e o eomo oo oo oo oo oo - TAAAAA- - -AAATTTTC- - TAAAAA
AATTACCCAGTGAGCAATTTTGTCACATTTAGGAACAGT TACGTATCTGCGT = = = = = = = = = = = = = = & & & e o e ot e e o e e o i e o e o oo oo oo oo oo s - TAAAAA- - -AAATTTTC- - TAAAAA
------------------------------------------------------ CCAGTIJAGAAB T TTGTCACATTTAGGAACAGTTACGTATCTGCGT - - - - - - - - - -AACGACGTCACCTAJAACACATTTCCCTAAGGAATAAAATGCTCACTGGGMTTAAARA - - - - - - - - TTTTT----A TGlARAA
BEAAAAATEABIRA - - - -CCCAGTGAM- -ATTTTGTCACATTTAGGAACAGTTACGTATCTGCGT -+ - - - = - - - - AACGACGTCACCTAGAACACATTTCCCTAAGAATAAAATGCTCACTGGG- - ----- - - - AAATT - - - - - TAAABAA

AAAAA
RS R
AA- - - CIRBAGTIAGCAATTTTGTCACATTTAGGAATRAGT TACGTATCTGIIGT - = - = - = - = - & oo oo oo oo oo o Lo oot
TTTACCCAGTGAGCAAT T TR TCACAT TTARGAACAGT TACTATCTGCGT - - - - - - o m o m o m o n o m oo
- - - -[CCAGTGAGCAATTTTGTCACATTTAGGAACAGJTACGTATCTGCGT - - - - - - - - - - AACGACGTCACCTAGAAC - = = = = = = = = = = == o oo o e o o e e e e e oo oo

------------------------------- AAT AR T T ACBA T TG GT - - - - - o e e Lo
-TTACCCAGTGAGCAATTTTGTCACTTTAJjAACA TTACGTATCTGIGT ---------- AACGACGTCACCTAGAACACATTTCCCTAGEEG-----------------A€--- - - AGTTAAAGTTTTTE---------------
AA---CCCAGTAGCAATTTTGTCACATTTAGGAACAGT TACGTATITGCGT = = - = -« s e e e e oo e oe oo B oo g A
-JTACCCAGTGAGCAATTTTGTCACATTTAGGAA- - - - - - oI I
- - - -CCCAGTGAGCAATTTGTIACATTTAGGAACGTTACGTATCTGC - T

IAETITLITA - - AATT-CCCAlJTGAGCAATTTTGTCACATTTAGGAACAG-TACGTATCTGCGT
G TGTAG- - - - -

———CCCAGTGAGCAATTTTGTCACATTTIGGAACAGITACGTATCTGCGT

AACGACGTCCCTAGAAACATTTCCCTAAGGAARIBAAATGCTCACTGGGIMM- - - - - - - - - - - - - - - TTTTT CGAAA- - - -
AACGACGTCACCTAGAACACATTTCCCTAAGGAATAA ATGCTC CTGGG AAAA———AGA THTT
AACGACGTCACCTAGAACACATTTCCCTAAGGAATAAIATGCTC CTGGG AAAA———AGAITITTIT
AACGACGTCACCTAGAACACATTTCCCTAAIGAATAAAATGCTCACTGGG————AAA ATTAAAATTTTTT -

AAAATIA AAT
AITIA A AATT

.A-T-TIAT.TITIT-T"GIAE“ATTIACCCAGTGAGCAATTTTGTCACATTTAGGAACAGITACGTATCTGCGT

————————————————————————————— GAARA A----CCCAGTGAGCAATTTTGTCACATTTAGGAACAGTTACGTATCTGCGT

CCCAGTGAGCAATTTTGTCACATTTAGGAACIG ............ GI
CCCAGTGAGCAATTTTGTCACATTTAGIAACAGTTACGTATCTGCGT

GAABA ATTACCCAGTGAGCAATTTTGT AIATTTAGGAACAGTTACGTATCTGCGT
AITA H ATTTAICCAITGAGCAATTTTGTIACATTTAGGAACAGTTACGTATCTGCGT
AAAAA T———CCCAGTGAGCAATTTTGTCACITTTAGGAACAGTTACITATCTGCGT
GAAAT AATTACCCAGIGAGCAATTTTGTCACATTTAGGAACAGTTACGTATCTICGT ---------- AACGACGTCACCTAGAACICATTTCCCTAAGGAATAAAATGCTCACTGGG
-------------------------------------------------------------------------------------------------------------- AACGACGTCACCTAGAACACATTTCCCTAAGGAATAAAATGCTCICTGGG

TTAIAAATCAIAATTTTTT CAAAAAA
............... TTTCT TARNAEA

TCAIAAA———AAATI .................................

AATAAIIAIIAA TTACCCAGTGAGCAATTTTGTCACATTTAGGAACAGTTACGATCTCGT- - - - - - - - - - AACGACGTCAJCTAGAACACATTTCCCTAAGGAATAAAATGCTCACTGGGHM - - - AAAATTIRAGATTTTT---- - v
----------------------------------------------------- CCCAGTGAGCAATTTTGTCACATTTAGGAACAGTTACGTATCTGCGT - - - - - - ----AACGACGTCACCTAGABICACATTCCCTAAGGAATAAAATGCTCACTGGG TT-ATTAA“TC
---------------------------------------------------------------------------------------------------------------------------------------------------------------------------- AAA e

A----CCCAGTGAGCAATTTTGTACATTTAGGAACAGETABGTATCTGCGT - -« -« -« - - - AACGACGTC.CCTAGAAlACATTTccCTAAGGAA.AAATGCTCACTGGG.i -------------- TTTTT
AA---CCCABTGAGCAATTTTGTCACATTTAGGAACAGT TACGTATCTGCGT = = - @ - o x s s s o m ot e et oo CillAAGTCAAAATT - - - - -
------------------------------------------------------------- AACGACGTCACCTAGAACACATTTCCIJAAGGAATAAAATGCTCACTGG- - - - - AAAAGTTAAAATTTTCT - Cee -
-------------------------------------------------------------------------------------------------------------- AACGACGTCACCTAGAACACATTTCCCTAAGGAATAA-ATICTCACTGGG]
-------------------------------------------------------------------------------------------------------------- AACGACGTCACITAIAACACATTTICITAAIGAATAAAATGCTCACTGGG
------------------------------------------------------ CCAGT|JAGAABTTTGTCACATTTAGGAACAGTTACGTATCTGCGT - - - - - - - - - - AACGACGTCACCTAJAACACATTTCCCTAAGGAATAAAATGCTCACTGGG
-------------------------------------- AAAATIBTGTAG T - - —.CAGTGAGIAATTTTGTCACATTTAGGAACAGTTACGTATCTGCGT— - --------AACGACGTCACTAGAACACATTTJCCTAAGGAATAARJATGCTCACTGGG
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1.bed fm _1.bed 0 O n.bed g 1.bed fm 2.bed O O bcIn.fa _aln.fa

divergence to consensus (%)
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size: 1855bp; fragments: 1099; full length: 0 (>=1669.5bp)
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)ed g 1.bed fm 1.bed 0 0 n.bed g 1.bed fm 2.bed O O bcin.fa
size: 2222bp; fragments: 723; full length: 0 (>=1999.8bp)
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divergence to consensus (%)
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TE: rnd_5 family 3964
size: 1863bp; fragments: 1230; full length: 3 (>=1676.7bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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