Start crop Point End crop Point

1 MSA length = 951
TT A--ATGATATRTTAAATECAGACTTIITIICATTAAG- - GAGGCTCTAATATATATTGTTTTTGTCCTCGGGCTTCTTGGCTGATATGC - - - - - - - - - - TGATGCTGATGCGHCTTGAAAGTTAAATTTCTTCTTCT - - - - - TBcaa- - - - - - -
TT AGTATEGTETBRTTAAA- - - -~ - - TTHTECATTAAAATGAGACACCCTGTAATATTGTTTTTGTCCTCGAGCTTCTTGGCTGATATGC - -~~~ - - - - - TGATGCTGATGCG!ITTGAAAITTAAATTTCTTITTCTTCTT TCAA- - - - - - TATTT
TT AlA - - ATGATATETTAAAT ACTTRTRICATTAAG- -GAGGCTCTAATATATATTGTTTTTGTCCTCGGGCTTCTTGGTGATATGC - - - - - - - - - - TGATGCTGATGCGGCTTGAAAGTTAAATTTCTTCTTCTTT TTGAA- - - - - - TATT
TTACATECCTAG- - - -------- TTAAAT ACTTETEBICATTAAG- -GAAGCTCTAATATATATTGTTTTTATCCTCGGGCGTCTTGGCTGATATGC - - - == - - - - - TGATGCTGATGCGGCTTGAAAGTTAAATTTCTTCTTCTTCTT TCABCAAABTGATTC
T - --TTA GATIT TTTAA AABTAT CACIAAAAT ---------------------------------------- GCTGATATGC----=------ TGATGCTGATGCGGCTIGAAAITT-TT.TICTTCTTCIT T----AAAAATGATT---- - - -
T ABATTATICAT TIAIGT T———CTAIG --------------------------------------------------------------------------------------------------------------------------------------
TT ABA - - ATGATATETTAAAT TRCATTAAG- -GAGGCTCTAATATATATTGTTTTTGTCCTCGGGCTTCTTGGCTGATATGC - - - - - - - - - - TGATGCTGATGCGGCTTGAAAGTTAAATTTCTTCTTCTTCTT
IR - - R 1 = TGATGCTGATGCGGCTTGAAAGTTAAATTTCTTCTTCTTCTT
TTHEATEAT TT T A - - - = - - - m - mmm e oo e e e e e o e o TGATGCTGATGCGGCTTGAAAGTAAATTTCTTCTTCTTCTT
TT ATRATTETEACATEE T TACIEEAAABGCEC TGATGCTGATGCGGCTTGAAAGTTAAATTTCTTCTTCTTCTT TA--AC ATCCI@ATABRTICAAAAAAATTATC
TT A TATITTIA!CAAEATC TH- - BB AAAT - - - - o e e e TIATGCGGCTTGAAAGTTAAATTTCTTCTTCTTCTT TATTAT-ATTTIAIAITTCIACAAAATTAT ----------

B Y 5 1 TGATGCTGATGCGGCTTGAAAGTTAAATTTCTTCTTCTTCTT TT

------------------------- CAAAATTITTT.ATAT-TT
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d_uf.bed g 3.bed fm_1.bed 0 O bcin.fa_aln.fa cl.fa_gs.fa ce.fa I
size: 951bp; fragments: 249; full length: 38 (>=855.9bp)
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fastab.bed ufbed g 3.bed fm Lbed 0 0 _bclnfa ainfa clfa gs After TEtrimmer Extended plot Blue lines are boundaries

size: 1262bp; fragments: 247; full length: 0 (>=1135.8bp)
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TE: md_5. family 3414 Before TEtrimmer 905 bp

size: 905bp; fragments: 257; full length: 42 (>=814.5bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot

ORF1

RNase H

)

Bl ORFs
B PFAM domains

200

400

600

800




[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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