Start crop Point End crop Point

1 MSA length = 8504 1
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC--=-=-=-=-=-=-~-- GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT

ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - -~~~ - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - ------ - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - - -~ - - GJcGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - - -~ - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - -~ -~ - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - ===~ - - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT ATTTTTTTET - AABAT - - - - oo - oo - TTTTCH@- - - - - - -
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - -~~~ - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT AATTTTTTT - - -AATATGBATTBABTT - - - - - - An
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - -~~~ - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT -8 II!TTIA.TT— -
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC - = = = = = = = = = = m m o m m e m e @ e @ e @ e @ e m e @ e @ e @ e m e m e @ e @ e e e @ e m e m e e e e e e e e e e e e e e e e e m e e e e e e e e e o s
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - ===~ - - - GGCGAAGAGCGTTCGGIGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTTAlABATTT- - - - - - - GGTAT----------ABTTTT-------o----
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - -~~~ - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT- - - - - AABTT-TT----AATAT--ATC
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - -~~~ - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT A-AA-TT-TTTAJ-GATA]- -ATCTAATTAATTRTTA
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - -~~~ - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTTHAIAITTTITTTAT -------- ATTIAITTA.TTT ------------
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC - = = = = = = = = = = m m o m m e m e @ e @ e @ e @ e @ e @ e @ e @ e @ e @ e @ e @ e e e @ e @ e @ e m e e e e e m e e e e e e e e e e e e e e e e e e o s
------ ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC - = = = = = = = = = = m m o m m o m m e @ e @ e @ e @ e @ e @ e @ e @ e m e @ e @ e @ e @ e @ e m e e e e e e e e e e e e e e e e e e e e e e e e e e e e o s
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - ===~ - - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT AA--TIRTTHA- -GOTAT - @TT---cee e
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC---------- GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTTIAH— - —TT!ITTAT—AATATAT— - —T-CAATTIT— —.TITT.A—
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC - = = = = = = = = = = m m o m m o e m e o e m e @ e @ e @ e @ e o e @ e m e m e @ e @ e @ e e e @ e @ e e e e e e e e e e e e e e e e e e e e e e e e e e o s
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC---------- GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTTIAIA—AA-TTITAIAAATAT— —AIC
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - ===~ - - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT == === == =TT mmmmm = AAA - = = m m e e e e e e e e e e e e e e e o -
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - ------ - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT AT---BAATC- - - - - - TA TcAlca
ATGCCGJAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - - - - - - - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCJCATGTGCGGTTGCGGCTT IAT ----- ACBTTT- - TARAA
TGCCGCAACCGCACATGCGGCATTTAGCGAACI|CCGAGCGCTCGTTAAC- - - - - - - - - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCT THNRNCMAATTTTTTEA- - - - - - - - - TT-AATT--TTTT- - AA
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - ===~ - - - GGCGAABAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCT TAAGARAAR- - - - - - - -AGARAR- - - - - - oo oe e
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - - - -~ - - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTTMAMA - - - - - - - - - - - - A - AICT -TTTETA
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - ------ - GGCGAAIAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT - AATT--T -AAT TATATTT AATT T -
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - -~~~ - - GGCGAAMAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCT A—AATIT—T --ATAHA THTTTA
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - -~~~ - - GGCGAAMAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT THABAAAT ARA THTTA
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC - = = = = = = = = = m m e m e e e e e e e e e e e e e e e e e e e e e e e e e e e o TAATT--TTTT- -
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - ----- - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTTHABAN- - - - - - - - - - - -AABA -ATTTA- - - o oo
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - -~~~ - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT TTTTA TCA
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - - -~ - - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT TrT7A TTA

ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC - = = = = = = = = & o m & m oo e o e o mf e @ o e m e o m f e m et e m e o m m e oot et o et e o e o e f oot m e o m f e oo o e m oo e e e oo ee e e
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCOAGCIICTCGT TAACH - - = - = - - - - - o - s - ot oo oo

AATETREGEAT - -- - - - - - ATTTArT- - - -

- ABTTT- - AGTATAT - - m = - m e mm e e - -
AATTT -TTTATIARTATA-ATCTATTAATITT -
AABTTTTTTAT -GATTATTTTAATTAATTTTTA
----- TTTTATERATAT- -ATTEBATT-ATTTA
AATTTTTTTATAAAEITATATTTAATCAATTTTTA

-TTTIAIT-G.AHTIC“A - - -ATATAACA
_____________________ THT e oo

4 4 4 4 4 4 - < -
> > > > > > > > D>

---------------- AAAAATAT - AIA—

fGH B
______________ AAABA

-
—————————————————— T AAAA—IAC ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC-=-=-=-------GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCCTT
———————————————————————————————————————————— ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC-=-=-=-------GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT
—————————————————————————————————————————————————————————————————————————————————————————————————————————————— GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT
—————————————————————————————————— ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC
———————————— I ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC
—IAAAT—TAATA——T ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAA
-AAAATATAAT T I

ARAATTRTTTT - - - AGEETABBTC- - - - - - - - - oo

CBTHBATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC - = = = = = = = = = = m m o m e m m e @ e @ e @ e @ e @ e e e @ e @ e e e @ e e e @ e m e @ e @ e m e m e m e e e e e e e e e e e e e e e e e e e e -
CBTBATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC - - - == - = - - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTTA e
- - TMATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - === - - - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTTHA CATTT e mmmmm e - AT - -ATT - -ATT - m e s e mmm e e e e e -
T ATGCCGCAACCGCACATGCGGCATTTAGCGAACICCGAGCGCTCGTTAAC ---------- GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTTEBAMABABTTTT TITAGAT TATITCTAATTAATTT.A-TT.AA
THATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - == - = - - - - GGCGAAJJAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTTIA T---AGTETE----TAABC------cmeaa oo
THATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - == - - - - - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTTMARAN - - -BW7------------ - AATTTT - - TcAlGA
------------------------------------- TBATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC----------GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTTHA STTTA=------a-a--- - - - - - [ATEEE~AC € THA
TBATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC- - -~ -~ - - - GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTTMAMABAARTT - - - - - - AAA AATTTTTARBTETTA
A
A
A

ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAA

ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC
ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC

- 4 -4 4 4 4 - -

.
.
.
.

CEGTEE € T7---CcAT €8-G CE AAT TAGGAGAATATAACA- ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC
--------------------------------------- CAACA ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC

-TICIAIT-A.A-TTIT-TITIAAAA.A— -ATA ATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCGTTAAC

GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTTIA"ATTE.ETATAAATATITATT -----
] TT

CGRT TTIIIA
GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT S =T TAT - - ==« --- .TT-TAAI r—ITITTA GA

THRA---AT------ BT T T ATGCCGCAACCGCACATGCGGCATTTAGCGAACT = - = - = - = -« - & - s =t - oot L oL L L L L L L L L Lo
- - -ATA--BTA----TBATGCCGCAACCGCACATGCGGCATTTAGCGAACTCCGAGCGCTCOT TAAR - - - - - - oo oo m oo oo

-------------------------------------------------------------------------------------------------------------- GGCGAAJAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT
-------------------------------------------------------------------------------------------------------------- GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT
-------------------------------------------------------------------------------------------------------------- GGCGAAGAGCGTTCGGAGTTCGCTAAATGCCGCATGTGCGGTTGCGGCTT

IA ARARTTTT------ ARTATE-WTTBAATT------ | CI
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b.bed uf.bed g 1.bed fm 1.bed O O bcin.fa aln.fa_cl.fa_gs.fa ce. After TEtrimmer 8504 b P

size: 8504bp; fragments: 100151; full length: 0 (>=7653.6bp)
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).fasta.b.bed uf.bed g 1.bed fm 1.bed O O bcin.fa_aln.fa cl.fa gs

divergence to consensus (%)

size: 8804bp; fragments: 98078; full length: 0 (>=7923.6bp)
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divergence to consensus (%)

TE: rnd_5 family 3349

size: 5047bp; fragments: 48908; full length: 24 (>=4542.3bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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