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End crop Point

MSA length = 2696 1
GACTTCAGTATGGA - - - - - - -+ - - GGIGGAAAATGGTCCGCCATATTAGGACTTTTTAAAT

ATTTTAAAAATCCMAATATGG
ATTTIAAAAATC CAATATIGC

GACTTCAGTATGGA- - -~~~ - - - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAAT
ATTTTAAAAATCCCAATATGGCEGACTCAGTATGGA- - - - - - - - - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAAT
ATTTTAAAAATCCCAATATGGC GICTTCAGTATGGA ---------- GGTGGAAAATGGTCCGCCATATTAGG-TTTIAAGT
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - - - - - - - - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTEBATTTCAAGTATA

ATTTTIAAAATCCCAATATGGCIGACTTCAGTATGGA —————————— GITGGAAAATGGTCCGCCATATTAGGACTTTTTAAAT
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=-=-=-=--- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGT
ATTTTAAAAATCCCAATATGGCIGACTTCAGTATGGA —————————— GGTGGAAAATGGTICGCCATATTAGGACTTTTTAAAT ATTTGAAITATA
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=-=-=-=--- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTEATTTCAAGTATA
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=--=-=--- GGTGGAAAATGGTCCGCCITATTAGGACTTTTTAAAT ——————
ATTTTAAAAATCCCAATATGGCEBGACTTCAGTATGGA---=-=-=-=-=--- GGTGGAAAATGGICCGCCATATTAGGACTTTTTAAAT ATTTGAAGTATA
ATTTTAAAAATCCCAATATGGCEBGACTTCAGTATGGA---=---=-=--- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAATIRATTTGAAGTATA
ATTTIAAAAATCCCAATATGGC GACTTCAGTATGGA---------- GGTGIAAAATIGTCCGCIATATTAGGACTTTTTAAAT ATTTGAAGTATA
ATTTTAAAAATCCCAATATGGCEBGACTTCAGTATGGA---=---=---- GGTGGAAAATGGTCCGCCATATTAGGICTTTTTAAAT ATTTGAAGTATA
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA--=-=-=--=-=--- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAAT ATTTCAAITATA
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=-=-=-=--- GGTGGAAAATGGTCCGCCATATTAIGACTTTTTAAAT ATTTCAAG-ATA

ATTTGAAGTATA
ATTTCAAGTATA

TTTTAAAAATCCCAATATGGCCGACTTCIGTATGGA ---------- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTE®ATTTCAAGTATA
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - - - - = - - - - GGTGGAAAATGGTCCGCCATATTAGGAITTTTTAAAT ATTTGAAGTATA —.AIACIAITTAACTCIC
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - = = = = = = = = - GGTGGAAAATGGTCCGCCATATTAGGABTTTTTAAATIMATTTGAAGTATAR- - -ATA---TT-AA- - - - -
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - = = = = = = = = - GGTGGAAAATGITCCGCCATATTAGGACTTTTTAAAT ATTTGAAGTATAB-ATATA-TATT--A--- - -
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA = = = = = = = = = = = m e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e - CTIT -----

ATTTTAAAAATCCIAATATGGCCGACTTCAGTAGGA- - - - - - -~ - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAATIRAT T TGAAGTATAG- -« - - -« - TTTBA- -« -- - - oo e oo
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - - = - - - - - - Glf TGGAAAATGGTCCGCCATATTAGGACTTTTTATGT@ATTTCAAGTATA- - ATAITT-TTTARTTCHClT
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - - = - - - - - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTEBATTTCAAGTATAN-BTANA - -ATHTHA - - - - - BT ARAGHA - -THEE B TH------
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - = == = = - - - GGTGGAAAATGIJTCCGCCATATTAGGACTTTTTAAATIATTTGAAGTATA —I—ATA— - l! --------------------------
ATTTTAAAAATCCCIATATGGCCGACTTCIGTATGGA -------------------------------------------------------------------------------------
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - = = = = = - - - GGTGGAABATGGTCCGCCATATTAGGACT TTTTAAATIRATTTGAAGTATART = - - - - c o v mmmm oo
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGR---------- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGT@ATTTAAGTATAR-A----TT-
ATTTRJAAAAATCCCAATATGGCCGACTTCAGTATGGA- - - - - - - - - - GGTGGAAAATGTCCGCCATATTAGGACTTTTTAAATIATTTGAAGTAT - - -A- - - - - -
A-TTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - - = - - - - - - GGTGGAAAATGGTCCGCCATATTAGGABTTTTTAAATIATTTGAAGTATAR---------
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - - = - - - - - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTBATTTCAAG- - - - - - - - ATACEA
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - - - - - - - - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTEBATTTCAAGTATA - —ATIT—TI—TTTAITCTTCIT.AIGAIG-AITIA.A.AA.
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA = = = = = = = = = = = m o e e e e @ e e e e e @ e @ e @ e e e @ e @ e @ e @ e m e m e m e e e e e e e e e e e e e e e e e e e e e e e e e e e e e -

ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - = = = = = = = - - GGTGGAAAATGGTCCGCCATATTAGGABTTTTTAAATHRATTTGAAGTATAM-ATATATTATT--ATTTTTHT AIAA_TIA.A.AA.
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - = = = = = = = - - GGTGGAAAATGGTCCGCCATATTAGGABTTTTTAAATIATTTGAAGTATA ———ATI———TT——A TH -
ATTTTAAAAATCCCAATATGGCCIACTTCAGTATGGA ---------- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGT ATTTCAAG.T ------ TTATTTAA T

ATTTTAAAAATCCCIATATGGCCGACTTCAGTATGGA —————————— GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAATRATTTGAAGTATGHM - - -----------
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=-=-=-=--- GGTGGAAAATGGTCCGCCATATTAGGAITTTTTAAAT ATTTGAAGTATA------

ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=-=-=-=--- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGT ATTTCAAGTATAIT
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA---=---=-=--- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAATIAT T TCAAGT A - - = = = = = = - s s o o e o o e e o e o o e e o e e o o e o e o o m o oo m - m - -
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - - = = = = s s m e o e e o oo e o o e o o e e o o e o o e o o e o o o o oo o e oo oo m - - - - TITAT TTATTTAA
ATTTTAAAAATICCAATATGGCCGACTTCAGTATGGA —————————— GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTIATTTCAAGTAT —ATITITTATTTA
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - - = = = = s s m e o m e o o o e o o e o o e e o o e o o e o o e o o o o e o o e oo oo oo - - - - -
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - - = = = = s s m s e m m e o o e e o o e o o e o e e o o e o o e o o e oo o o e o - oo oo - - - -
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=--=-=--- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTEATTTCAAGTATA
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=-=-=-=--- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTEATTTCAAGTATA

ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - - = - - - - - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTEBATTTCAAGTATA
ATTTTAAAAATCCCAATAT------------ ATGGA - - == === -~ - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTE@ATTTCAAGTATA
-------------- IATATGGCCGACTTCAGTATGGA— e —GGTGGAAAATGGTCCGCCATATTAIGACTTTTTATGT ATTTCAAGTATA TATAT—TT—TTTAATTTTTIT.AIAAIG-AITIA.A-
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - = = = = = - - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTBATTTCAAGTATAN- - - - - - o N
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - = = = = = - - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTBATTTCAAGTATAN- - - - - - o
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA = = = = = = = = = = = m oo e @ e m e e e e e @ e @ e @ e e e @ e m e @ e @ e m e m e m e @ e e e m e e e e e e e e e e e e e e e e e e e e e e e e -
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA = = = = = = = = = = @ m oo e m o e m e e e e e @ e e e @ e m e @ e m e e e @ e e e m e m e e e @ e m e e e e e e e e e e e e e e e e e e e e e e e o -
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - - - - - - - - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAATIATTTCAAGTATA ------ TIATTIAA ----- IT.A.AIA-AITIA.A.A-
ATITIAIAIAT-AATATGGCCGACTTCAGTATGGA ------------------------------------------------------------ 0
------------------------------------------------------------------------------------------------- o
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA = = = = = = = = = = = m o e e @ e @ e e e e e @ e @ e @ e e e e e @ e @ e m e @ e @ e m e m e m e e e e e e e e e e e e e e e e e e e e e e e -
TTT—AAAAATCCCAATATGGCCGACTTCAGTITGGA ------------------------------------------------------------ l -------------------------------------------------
ATTTAAAAATCCCAATATGGCCGACT TCAGTATGGA - = - = - = - -« oo oo oot f oL oo oL ooioioooo.ooooo-.

TTT-AAAAATCCCAATATGGCCGACTTCAGTATGGA - = = = = = = = - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAATIATTTGAAGTATA --------- ITTAACTCTTIT.AIA.A_TIA.A.AA.
ATTTTAAAAATCCCAATITGGCCGACTTCAGTATGGA -------------------------------------------------------------------------------------------------------------

ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA = = = = = = = = s m m ot m ot e m ot m it e i am i ammammmmmammmmmemmmmmmmmeameoo o oo TERARAARA
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA = = = = = = = = = m m ot m ot m ot mf ot m i a e m e m i am i e mmammmmmmmmmmemmmamaae e e o e i e i e i e m e TERABAANA
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - = = = = = = = - - GfTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTEATTTCAAGTATARTATAARTATTTAA- - - - - ABAARA

ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA = = = = = = = = = = % s m @t %t @ ot &t @t & @ @t @@t @ @& @@ a @@ e @@t @@t @@ m @@t @@t @@t @ ot & ot @@ e e e e e e e e e e e e e e ee i aeaeaaaaaa

TATAGTTGAAATEATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - == - - = = - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTBATTTCAAGTATA
TATAGTTGAAATEATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - = - - - = - - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAA‘ATTTGAAGTATA
TATAGTTIAAAT ATTTIAAAAATCCCAATATGGCIGACTTCIGTATGGA --------------------------------------------------------------------------------------------------------------
TATAGTTGAAATEATTTTAAAAATCCCAATATGGCCGACTTCAGTATGG---------- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTBATTTCAAGTATA
TATAGTTGAAATEATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - = - - - = = - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTEATTTCAAGTATAIR

ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - - = - - - - - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTEBATTTCAAGTATA

----------------------------------------------- GGTGGAAAATGGTCCGCCATRTTAGG- - TTTTTAAATEATTTGAAGTATART
TATAGTTGAAATJATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - - - - - - - - - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGTEBATTTCAAGTATAR- - - - - -

----------------------------------------------- G---GAAAATGGTCCGCCATATTAGGACTTTTTAAATIATTTGAAG e e e e e e e e

ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA = = = = = = = = = = %t @t @ m @ m @t @t ot &t m @@ d & @& @t it @@t @@ a @@t @@ a @t it @ f ot @ f ot @ ot @ ot @@ e & e e e e e e e e e e e e e e iaaaaaaaaaa
ATTTTAAAAATCCCAATATGGCCGACTTCAGTATGGA - = = = = = = = - - GGTGGAAAATGGTCCGCCATATTAGGAITTTTTAAATIATTTGAAGTATAI ---------

----------------------------------------------- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTATGT@ATTTCAAGHEET

ATTT - AAAAATCCCAATATGGCCGACTTCAGTATGGA = = = = = = = = = = %t @t @ & @t @t @t & @t @ f ot @@t & ot @@t @@ m @ fm @@ a @@ a @t @ f e @@t & @ e e e e e e e e e e e e e e e e ee e aeaaaaaa
ATTT-AAAAATCCCAATATGJCCGACTTCAGTATGGA- - - - - - - - - - GGTGGAAAATGGTCCGCCATTTAGGA- TTTTTAAAT ATTTGAAGTATAI --------------------------------------------
ATTT - AAAAATCCCAATATGGCCGACTTCAGTATGGA - = = = = = = = - - GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAATIATTTCAAGTATAN-[TATATTATT - -ATTTTTRT

ATTT—AAAAATCCIAATATGGCCGACTTCAGTATGGA —————————— GGTGGAAAATGGTCCGCCATATTIGGA—TTTTTAAAT ATTTCAAITAT ——————————— TT--ATTTTT

ATTT-AAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=-=-=-=--- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAATEATTTCAAGTATARS - AT—TTATITAA —————
ATTT-AAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=-=-=-=--- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAATIRATTTCAAGTATA —!IAT————TTTIACTTT
ATTT-AAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=-=-=-=--- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAATIRATTTCAAGTATA —ATATAT.TITAA —————————
ATTT-AAAAATCCCAATATGGCCGACTTCAGTATGGA--=-=-=-=-=-=--- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAATIRATTTCAAGTATA —AIATATTATTT

ATTT—AAAAAICCCAATATGGCCGACTTCAGTATGGA —————————— GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAATIRATTTCAAGTATA !I

ATTT-AAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=-=-=-=--- GGTGGAAAATGGTCCGCCATATTEGGA-TTTTTAAATRATTTCAARTATAR-------------ATCHTTH-----------=->--==--=--=--------
ATTT-AAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=-=-=-=--- GGTGGAAAATGGTCCGCCATATTEGGA-TTTTTAAATERATTTCAARTATARTATAT-TTATTTGET
ATTT-AAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=-=-=-=--- GGTGGAAAATGGTCCGCCATATTEGGA-TTTTTAAATIRATTTCAARTATA —ATAT—TTATITAA TTTC- - - -

ATTT-AAAAATCCCAATATGGCCGACTTCAGTATGGA--=-=-=-=-=-=--- GGTGGAAAATGGTCCGCCATATTEGG--TTTTTAAATRATTTCAARTATAR------------- A---cmmm e sttt et ettt e e e e st e e e e m e -
ATTT-AAAAATCCCAATATGGCCGACTTCAGTATGGA--=-=-=-=-=-=--- GGTGGAAAATGGTCCGCCATATTEGGA-TTTTTAAATIRATTTCAARTATA —ITA— - —IATTTAA.TTT— ---A
ATTT-AAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=--=-=--- GGTGGAAAATGGTCCGCCATATTEGGA-TTTTTAAATIRATTTCAARTATA —ATATA———TITAA ————————— A
ATTT-AAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=--=-=--- GGTGGAAAATGGTCCGCCATATTEGGA-TTTTTAAATIRATTTCAARTATAE- - - - - - TTATTTAI ————— IT.A
ATTT-AAAAATCCCAATATGGCCGACTTCAGTATGGA - - - = = = = s s m s e m e e o e o o m e o m o o e o o o m o o e o m m o o o o m e o o m o o o o o o m o o e o m m o o o o o e o o o o m e o o o o m e o e o oo o m oo m oo oo o m oo m - o -
ATTT-AAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=--=-=--- GGTGGAAAATGGTCCGCCATATTIGGA—TTTTTAAAT ATTTCAAITATA ————————— TTTRAT T TTT ------ccc e s e s e e e e e et c e e e m o
ATTT-AAAAATCCCAATATGGCCGACTTCAGTATGGA---=-=--=-=--- GGTGGAAAATGGTCCGCCATATTAGGACTTTTTAAATIATTTCAAGTATAI—ATAIACIAITTI ——————
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fastab.bed ufbed g Lbed fm 1bed 0 0 belnfa ainfa clfa gs. After TEtrimmer Extended plot Blue lines are boundaries
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divergence to consensus (%)

TE: rnd_5 family 323

size: 1893bp; fragments: 2582; full length: 11 (>=1703.7bp)
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After TEtrimmer ORF and PFAM domain plot
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