Start crop Point End crop Point

MSA length = 2934 1
------------------ GIAAAAA———ITTTAGTCTGGACGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGAGGTAC——————————AAATTTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTA—————— ;
---------------------- GTAA--A----TATAGTCTGGACGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGAGGTAC----------AAATTTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCC--ACTA-=------A--
-------------------------------------------------------------------------------------------------------------- AAATTTCACCGTACCTTAITTCCAGCTTTTTCGTCTIGCTTCCIGACTA—————G———————
-------------- TT--AAA- —-TTAGTCTGGACGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGAGGTAC fee-------AAATTTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTA-TCAAGAA - -
-TIT-AIATA ------------ TATAGTCTGGACGCIAAACTGGGATTTTTGGCTTAACCTGGAAGTGAGGTAC ---------- AAATTTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTA- - - - - - - A- -
------------------------- TT---m--- —TAITAGTCTGGACGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGAGGTAC e e —AAATTTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTA—.AAGAA— ;

-------------------------------------------------------------------------------------------------------------- AAATTTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTA - = = = = === = = = -

---------------- ; AAIA————TATAGTCTGGATGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGAGGTAC——————————AAATTTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTAATTG———————————————— T
TTTTAGTCTGGATGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGAGGTAC - - = == = = - - - AAAATTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTAAITGGIAAITTA—-TIA

------------------------------------- TATAGTCTGGATGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGAGGTAC-=--=-------AAATTTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACT A~ = = = = = - = m o m e o e o e o m o m o e e e e o oo immmmm e n o
T T W A - - -AAAAA- - - - - - TAGTCTGGATGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGAGGTAC - = - == -=- - - AAATTTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTARTTAAGEAECA

.TIT.A TTABAAA - - - TAATAGTCTGGATGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGAGGTAC- - = - === - - AAAATTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTA!ITAAGIG— - —AA. I I I
----------------- lll TTTTATAGTCTGGATGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGAGGTAC- - = - - - - - - -AAATTTCA-CGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTAATTA- - AACTCR-----------
-------------------- AAAAITTTTTATAGTCTGGATGCCAAACTGGGATTTTTIGCTTAACCTGGAAGTGAGGTAC——————————AAATTTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTAATTAAGAG————————————————

------------------------------ TATAGTCTGGATGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGAGGTAC- - - - - - - - - - AAAATTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTAATTA- - AGCTCA - [T e

AAATTTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTA - - == === - = oo oo - = - THART TT - - - - - - oo o e e o e o e e

AAATTTCACCGTACCTTACHTCCAG- = -« - x o mmcme oo BArG--------ATTAGA TGTCATEA GACH- - - -----------------

G---ABAJlTTTTATAGTCTGGATGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGARJGTAC - - - - - - - - - AAATTTCACCGTACCTTACTTCCABCT TTTTCGTCTGGECTTCCAGACT A= = = - = - o c s e e m ot ot oot o oo

T-AAAAA-TTTTATAGTCTGGATGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGAGGTA---------- AAATTTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTAATTA-GAACCA THAGT B TA CACAGCTRAGT- - -----------

TIﬁAAITT— —AITAGTCTGGATGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGAIGTAC ---------- AAITTTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTA ---------------------------------------

------------- THEAAATTTAATAGTCTGGATGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGABGTAC- - - - -« -« - - AATTTTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTAATCA - = - = - = m o s s s s m o m oo oo ooo oo

g TTATTAGTCTJGATGCCAACTGGGATTTTTGGTTAACCTGGAAGTGAGGTAC - - - - - - - - - AAAATTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTATCAAGARICTTAA TRGTT TG AGERNAR TFT A BRT-------------

---------- ATAGTCTGGATGCCAAACTGGGATTTTTGGCTTAACCTGGAAGTGBGGTAC- - - - - -~ - - -AAAATTCACCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTA- - - - - - -ACTCA- THT A- - -B8ACBCEGC

T---WAATRTTRATAGTCRGGATGCAAACTGGGATTTT T JCTTAACCTGGAAGTGAGGTAC- - - - - - - - - - AAATTTCAJJCGTACCTTACTTCCAGCTTTTTCGTCTGGCTTCCAGACTAATTGGG - - - - - - TETEGTETEGGETEA - - - - - - - - -~ - - == === - - -
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size: 2797bp; fragments: 509; full length: 7 (>=2517.3bp)
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After TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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