Start crop Point

End crop Point
1 MSA length = 4572 1

GAGGTGGCGGTATTTGTACTCAAAATCAAAAATACTCAAAACCGAACGTC

TTIGC --------------- GA

------- TTTGC- - - - GAGGTGGCGGTATTTGTACTCAAAATCAAAAATACTCAAAACCGAACGTC- - --------CCCGAACAGCCGTGAGGAATTTTGACTTGAGGACAAACGTGGTTCTCCC BaTaa T AG-T
ATAAAAT TlTceTCcGABATRG GAGGTGGCGGTATTTGTACTCAAAATCAAAAATACTCAAAACCGAACGTC- -~~~ -~ - - CCCGAACAGCCTTGAGGAATTTTGACTATGAGGACAAACGTGGTTCTCCC CACAATAA TRABMAGTT
------- TTTGCTCGAI I - GAGGTGGCGGTATTTGTACTCAAAATCAAAAATACTCAAAACCGAACGTC----------CCCGAACAGCCTTGAGGAATTTTGACTATGAGGACAAACGTGGTTCTCCC- - - - CATAAIAAdAm GTT
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ATAGAGC CTTGC- - - - GAGGTGGCGGTATTTGTACTCAAAATCAAAAATACTCAAAACCGAACGTC---------- CCCGAACAGCCGTGAGGAATTTTGACTATGAGGACAAACGTGGTTCTCCC SATT C- —AATGACIA-A-TIAIA— - -
ATAAAAT TGGTCGG

GAGGTGGCGGTATTTGTACTCAAAATCAAAAATACTCAAAACCGAACGTC-=-=-=-=-=-=-~--- CCCGAACAGCCGTGAGGAATTTTGACTATGAGGACAAACGTGGTTCTCCC
——————————————————— GAGGTGGCGGTATTTGTACTCAAAATCAAAAATACTCAAAACCGAACGTC----------CCCGAACAGCCTTGAGGAATTTTGACTATGAGGACAAACGTGGTTCTCCC

N I

- - AACAT TTT CTCAA GAGGTGGCGGTATTTGTACTCAAAATCAAAAATACTCAAAACCGAACGTC- === ===« - CCCGAACAGCCTTGAGGAATTTTGACTATGAGGACAAACGTGGTTCTCCC AC CACAIT—— AA - -
TT----- CTTGCTCGA GAGGTGGCGGTATTTGTACTCAAAATCAAAAATACTCAAAACCGAACGTC- === ===« - CCCGAACAGCCTTGAGGAATTTTGACTATGAGGACAAACGTGGTTCTCCC TTRCEH THCEENCEN NG - - - - - A --TT
------- TTTGC-=--xmcmcmcananaoaoo- - [BBGAGGTGGCGGTATTTGTACTCAAAATCAAAAATACTCAAAACCGAACGTC- -« - - - - - - - CCCGAACAGCCTTGAGGAATTTTGACTATGAGGACAAACGTGGTTCTCCC ACT GACAAT - - CHA AGTI
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A.bed_fm_1.bed 0 0 n.bed g 1.bed fm 2.bed 0 0 bcln.fa_aln.fa After TEtrimmer 4572 bp
size: 4572bp; fragments: 18344; full length: 9 (>=4114.8bp)
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divergence to consensus (%)
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)ed g 4.bed fm_1.bed 0 0 n.bed g 1.bed fm 2.bed O O bcin.fa
size: 4872bp; fragments: 18343; full length: 7 (>=4384.8bp)
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divergence to consensus (%)

TE: rnd_5 family 3052

size: 2238bp; fragments: 19614; full length: 63 (>=2014.2bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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