Start crop Point End crop Point

1 MSA length = 539

------------------------------------------------------------ TCAGCTG
------------------------------------------------------------ TCAGCCGGRMAGCAT - = = = = = = = = m o e e e e e e e e e e e e e e
IAGCCIG AICATATTGGTCGCAAAAATCGGT TGGCTCCIGIACT—

AGCATTTTGGTCGCAAAAATCIGICGCTIGCTCCIGGACTA

AGCCGGGAGCATATTGGTCGAAAAATCGGTCGHETGGCTCCCGGACTAT

GCTGGCTICCGGACTAT A
TGGCTCCIGGACTA

A T ATAGTCIGGIAGCCAGGA TAITTTTGTCAATTATTT ATTTCGGCCAAT - - ==~~~ - - TCAGCTGIGAGCATTTTGIT AIAAATCTG
TH- -AAT--------- g TATTTTTGTCAATBATTTEBATTTCGGCCAAT -« -« - - - - - - TCAGHCGGGAGATATTGGTGCAAAARTCGGC
A T ATA.CCGGGAG CAGGACCTATTTTTGHCAATTATTTRATTTCGGCCAAT - - == - - = - - - TIAGCTGGIAG ATITTIGTC CAAA - = = = = o oo e e e e e oo s
T TRT----- - ICCTATTTITG AATTATTT TTITGGITAAT ---------- TCAICT GGAG ATATTGGTCGCAAAAATCGITCGCTGGCTCCCGGACTAT A
TR AT - - - - - & o s o o e e e e e e e e e e e e e e e e e e e e e e e e e oo TCAGCCHGGAG AIAT-T.CAAAAAT --------------------------
A TRATAGCCGGGAGCCAGACCTATTTTTGTCAATTATTTIATTTCGGCCAAT - - - - - - - - - - TCAGHTGCEABCATATTGGTCGCAAAAATCOB- - - - - - - - - - - - - - - - -
A TeA - —GTCCGIGIGCIAGGACCTATTTTTGT-TTATTT ATT.GGIC.T ---------- TCAGCTGG AGCATTTTIGTCICAAAAATITG CGCTGGCTCCCGGACTATIRA
A THIA - - - - - o oo e e e e e e e e e e e e e oo TCAGCTGG GCATTITGGTCGCAAAAATCTGTCGCTGGCTCICGGACTA ---------- I ICAA
Y o N . & 1 TCAGCTGGGAGCATATTGTCGCAAAAATCGGTGCTGGCTCCCGGACTREMAR- - ----- - - - AAAGEAARET A
-------------------------------------------------------------- CIGGACCTATITIT CAATTATTT AITTCGGCCAAT—————————— CAGCC GGAGCATA TGGTCGCAAAAATCGIITCGCTGGCTCCCGGACTATHA - - - AAAA- - - -
------ ARA AIA AT - - - - T ATAGTCCGGIAGCCAGGACCTATTTTTG CAATTHTT ATTTTIGCTAAT—————————— AGC CATT TGITCGCAAAAATCT TCICTGGCIC GGACT - - - - mmmmmm e m == -
ABA THATAT -AATA T ATAGTCCGGGAGCCAGGACCTITITTIGTCAITTA TT ATTTCGGICAAI ---------- TCAGCTGGAGCATTTTGGTCGAAAAATCTGTCGCTG c GIACTAT A o AAAA - - - e e e e
-------------------------------- ATAGTCCIGGAiICAIGACCTATTTTTGICAATTATTT TC GCTAAT——————————TIAGCTGGGAGCATTTTGGTCG AAAAATCTITCG CCCGGACTAT A————————
TRATAGTCCAGHEA GACCRBATTTTTGTCAATTATTT@ART TECHCCAAT - - -« -« -~ -- TCAGCTGGGAGCATTTTGGTCGCAAAAATCTGTCG GCTClcGGACTATHEE- - - - - - - - - - AT ATAATA
----- T ATAGTCCGGGAGCCAGGACCTATTTTTGTIAITTATTT ATTTCGA AIT— - —TCAGCCLGAGCATTTTGGTCICAAAAATCIGTIGCTGGCT.!-CGGACTAT AB--------- u " IAAAATGA
--------- T T - - e THAG GAGJATTTTGGTCGCAAAAATCTGTCGCTGGCTClGACTAT - - - AT[A -}
------------------------------------------------------------ TCAGITGGGA CATTTTGGT GCAAIAATCTGTC CTIGCTCCCGGACT A ——————————IATIT AAAGIAA
ATAGICCGGGIGCCAIGACCTATTTTTGTCAATTATTT ATTTCG CCIAT ---------- TRAGCTGGG ATTTTGG CGCAAAAATCTITC CTGGCTCCCGGACTATHA TAAAITITT————T --------
TAGTCCGEGAGCCAGGACRTATTTTTGTCARTTATTTHATTTCHGCCAAT - -« - - - - - - T C - - -TTTGGTCGCAAAAATCGGTCGCTGGCTCCCGGACTA

-------------------------------------------------------------------------- TCAGCTGGGAGATTT
ATAGTCJIGGGAGCCAGGACCTATTTTTGTCAATTATTTATTTTGGCCAAT - - - - - - - - - - TCAGCTGGGACATTTTG

> > > > >

GIAAAIAT TGTCGCT--vveeceeeee-THAR- - - - - - - - -
—GCAIAAA CGGTCGCIGGCTCCCIGACTAT AR----------

ATAGTCCGGGAGCCAGGARICTATTTTTGAARTATTERATTTTGGCCAAT - - - - - - - - - - TCAGCTGGGAGCATTTTGGTCGAAAAABICTGTCGCTGGCTCMCGGACTATBARATAAAATTTT
--------------------------------------- TAGTCCGIGAGCCAG.!ITATTTTTGTCA TT ATTTCGACCAAT - -=-------TCAGCTGGGANCABTTTEG TRBTAAAAAT TGTCGCTG
------------------------------ A—TTCGGICAAT——————————TCA CTGGGAGCATTTT-GTEG AAAAATCTGTCGCTG
ATAGTCCGGGAGCHMAGGACCTATTTTTGTCAAMTATTTRATTTTGGCCAAT - - - - - - - - - - TCI!CTGGGAGCATTTIGGT GCAAAAATCTGTGCTGGCTCCCGGACTATHA
-------- T ATAGTCCGIGA.IAGIACCTATTTTT.CAATTATTT ATTTCGGCCAAT----------TCAGCTGGGAGCATTTTGGT CAAAAATCTGTIGCTGGCTCCCGGACTAT Cee -

L - IAGCTGIGAI -------------------------------------------------

AGCTGGGAGCATATTGTIGCAAAANTCGGTCGCTGGCTCCCGGACTARMAR- - - - - - - - - -
-------------------------- ATTTRTGTCAATTATTTATTTCGGCCAAT - - - - - - - - - - TCAGCTGGAGATTTTGGTCGCAAAARTCTG|cffcTeGeTeccoljacTA e
TTARTCClGGAGCCAGGACCTATTTTTGTAATTATTTEATTTEGGCAAT - - - - - - - - - - TCIGCTGGGAGCAIATTiI FCAAAAA CIGTCGCTGGCTCCIiGACTAT A CGAA1
----- - - -ATAGTCCGGGAGCCAGGACCTATTTT AATTATTTEATTTCGGCCAAT -« - ------TCAGCTGRBAGCATTTTHEGTGECAAAAATCTGCGCTGGCTCCCGACTATEA -GTAAAAT
ATAITCCliGAGCCAGGACCTATTTTT TCAATTATTTIRATTTTGABCAAT -« -« -« - - - - TCBGTGGGAGEATTTTGGTCGCAAAAATCTGT GCTGGCTICCGGACTA ---------

THRTTAGTCCG GIGCCAGGACCTATTTTT TCAITTATTT ATTTTGGCCAAT----=-=----- TCHECTGGGAG ATTTTGGTCGCAAAAATCTGTCGCIGGCTCCCGGACTAT

--------- AGCCAGGACCTA———TTGTCAATTATIT ATTTCGGCCAAT——————————ICAG CIGGAGCATATTGGT
------------------------------------------------------------ TCAGCCGGGAG ATA

GCAAAAATCGGTCHECTGGCHCCCGGACTATHA
GGTCHCAAAAATCGGTGCTGECTI- - ------BAB- - --------
'''''''''''''''''''''''''''''''''''''''''''''''' TCAGCTGGGIG TT TGGTCRCAAAAATCTG CG GCTCCCGGACTATMAMIAT -AA-TTTIRRAT
A GAA

£ U

--------------------------------------------------------------- GCCGGGAGATATTGTCGlAAAMATCGGTCGCTGGCTCCGGACTATHA
------------------------------------------------------------ TCAGCTGGAGCHTTTTGGTCGAAABATTGTCGCTGGTCCCGGACTAT
TRATAGTCCGGJAGCCAGGACCTTTTTTGTCAATTATTTATTTTGGCTAAT - - - - - - - - - - PiaccTGeeAaGeA TTTGGTIGCAAAIATCTGTCGCTGG CCCGjAlTA -
THATAGTCCGGGAGCCABGACCTETTTTTGTCAATTATTTBA - - - CGACHBAAT - - - - - - - - TCAGCC.GAGCATATTGITCGIAAAAATCIGTCGCT GCT c GGACTA
THA- - - - - c s e e GGABTATTBEATTTCGGCCAAT - - -« - - - - - TCAICTGGGAG———TITGGTIGCAAAAATCGGTCGCTG CTCC GACTA

T ATA-CGG AGCCAGIA CTATITTTGTCAATTATTT ATTTTIGCCAAT ---------- 1 I ol
T ATAGTCCG‘AGCCAGGA!ITA—TTTTGTCAAITATTT ATTTC- - m e mmmmmmmm e e o - THAG TIGGAGCATTTT——TCICAAAAATCTGTCGCTGGCTCCCGGACTAT - -GAA
T ATAGTCCGGGAGCCAGGACCTATTTTTG—IAATTATTT ATTTTGGETAAT - - - - - - - - - - TCAGHTGGGAGCATTTTGGTCGC AAAATCTGTC.TIGCICICGGAC ------ AAAGTAA
TTAGTCCGIGAGCCAIGAICTATTTTTGTCAATTATTT ATTTCGABICAAT - - - - - - - - - - TIA CTGGGAGCATTTTGGTCG AAIATITGTCGCTGGCTCCCGGACTA ------ AAA AAAATA
-------------------------------------------------------------- AGCTGIAGCATTTTGGTIMMCAAAAAT TGTCICT GCTCCIGG—————————————————— TAATG
------------------------------------ TCIG.AGCCAGIACITAITITTGTCAATTATTTIATTTCGACTAAT——————————TCAGCT£A CATTTTGIBCGCAAAAATCT CGCTIGCT CCGGACTA AAAATGA
------------------------------------------------------------ ICAICTGGGAG ATTTTGGTGCAAAAATCTETCGCTGGCT CCIG-AT
ATAGTCCGGAGHCAGGACEBTATTTTTGTCAATTATTTIATTTGGECAAT - - - - - - - - - - TCANCTGGAGCTTTTGGCGCAAAAATTGTCGCTGGCTCCCGGACTATHA
T ATAGTCCGGIAG!IAGGAI!TITTTTTITIAATTATTTIATTT!.!IAAT ---------- TCAGCTGGGA ATTTTFTCGCAAIAAT!IGTCGCTGGCTCCIGGACTAT A
-------------------------------------------------------------------------------------------------------------- TCAGCTGGGAGCATT@TABRTCGCAAAAATC- - - -GCTGGCT- - - - - - - - ATA
------------------------------------------------------------ TCAICTGGGAGCATATTGGTCGCAAAA-GTCGCTGGC ccle- T
-------------------------- GTCAATTAT-----TTCGGCCAAT----------TCAGCTGGGAGEATTTTEGEC AAAATCTGTCGCT-GCJCCCGGACTATIMAMATGAAATT A AlABABAATGA
--------------------------------------- TTTC GCCAAT——————————TIAGCTGGGAGCAITTTGGT G AAIAATCTGTCGCTGGCTCCCGGAITAT - -AA GEABBTAATAA
AGTCliGGIAGCCAGGACCIATTTTTGTCAATTATTATTTACCAAT - - - - - - - - TCAGCTGGEARTATTTTGGTCOREAAAATCTGTCGCTGGCTCCCGGACTATIBG - - < - < - = == == - m=meme o momoo oo
ATAGICCGG AGCCAGGACCTAITTTTGTIAATTATT TTTCGGICAAT ---------- TCAGCTGGGAGMATTETGTCBcrBAATHTGTCcGeTGGClc-------- M@ - - - - - - - - - - ET TIAI rAAGTG
0 TTTRGGCCAAT - - - - - - - - - - TCAIMTGGGAGCATRTGGTGCAAAAATCTGTCGCTGGCTCCGGACTAT - -ABAA- - - - ABABAAAATAA
ATAGTCCGIGIGCCAIGACCTATTTTTITCAATTATTT ATTTIIGITAAT ---------- TCAETGG AGCATT GCAAIAATCTGTCGCTGGCTCC 1 <X o
T ATAGTCCGGGAGCCAGGAC.ATTTTTGTIAATTATTT ATTTCGGCCAAT - - - -~ - - - - T AGCCIG AGCATA TGGTCGCAAAAATIGGTCGCTGGITCC GGACTATEA
ATAGTCCIGGAGCCAGGACCTATTTTTGTCAATT TIT ATTTCGGCTAAT - - ===~ - - - AGITGGGA.ATTTTGGT AAAAATCTITCGCTGGCTCC GGACTATHA
ATAGTCCGGG.CCIGGACCTATTTTTITCAATT TTTMATTTTGGCCAAT - - == = - - - - - TCAGCCGIGAGCATATTGIT GCAAAAATCGGTCGITIGCTCC
---------------------------------------------------------------------- TCAGCTGGGAGCATATTGGT CAAAAATIGG——————————————————

——————————————————————————————————————————————————————————————— GCTGGGAGCATTTTlfTcGCAAAAATCTGTCliCBGGCTCCCGA
A.TAT TTTGTCAATTATTT TCAGCT.GA CAITTTGGTCGCAAAAATC‘TC cTl------------
=

TRATAGTCCGIGAGCCAGGACCTATTTTGTCAATTATTT TlAGCTGGGA ATTTTG CGCAAAAATC CTGGCTCCCljGACTA
ABAGTICGGGAGRCABGACCERTTTTTGTCAATTATTTIATTTCCABCAAT = - = - = -« - - - - - AGCTGGAMCATTT TG CGAAAATCTRTIIGCTGGCTCCCGGACTAT
ATAGTCCGGGAGCCAGGACCTATTITT TCAATTATTT TIAGIT CATTTTGGTCGCAAAAATCTTCHCTGGCTCC GICTAT AR----------
ATAGTCCGIGAGCCAGGACCTATTTTT TCAATTATTT TCAGCTGGIA CATTTTGGTIGCAAAAATITGTCGCTGGCTCC GAC- - - - - -

TTAGTCCGGGIGCCAGGACCTATTTTTGTCAATTATT TCAGCTGGGA ATTTTGGTCGCAAAAATCGGT.CIGG TCCCGGAITAT
IAG A CTATTTTTITIAATTATTT TCAGCTGGGAGCATTTTGITIGCAAAAATCTGTCGCTGGC CCCGGACTATHABMATGAA-TTT
AGCCAGG CTATTTTTGTCAATTETTT TCAGCCGGGAGCATATTGGTCGCAAAAATCGGTCGCTGGCHccclGAacTA
AGCCAGG CTATTTTTGTCAATTITTT TCAGCCGGGAGCATATTGGTCGCAAAAATCGGTCGCTGGC CCCIGACTA
TCCGGGA CCAGGACCTATTTTTGTCAAITAT TCAiITIGIAGCATTTTGGTiIC ---------------------------

TcAfc

ATAGTCCGGGA CCAGIACCTATTTTTGTCAATTATTT TGGGAGEATTTTGGT GCAAIAATIGGTCGCTGICTCCCIGACTA A-AAA-TTTTIET AAATGA
--------------------------------------------------------------------------------------------------- TCAGCTGRGACRGTTTT - - - CGCAAAAATCTTCGCTGECT - - - - - - - - - - AAAANAA
------------------------------------------------------------ TCAGCTG ABTTECCTHGCAAAAAT - = - - o cm e e e AAAABGA
------------------------------------------------------------ TCAGCTIMGAG ATTTTGGTIGCAAA TGTGCTGGCTCCCGGACTATHARA - AAA- - TTT - - ATARTAA
TAGTCCRGGAGCCABGACRTATTTTTGTCAATTATTTATTTCGABCAAT - - - - - - - - - - TCAfcTRGEA CATTTTGITCGCAAAI!TITGTC;IIGGCTCCCGGACTAT ---------- .H -----------------------
------------------------------------------------------------ TCAGCTGGGAGCATTTTGGTCCAAAAATCTGTC]C

-------------------------------------------------------- TI6E¢
oo IEGCCAGGICITATTITTGTCAATTATTTIATTTIGGCCAAT ---------- TCAGCTGGGA.ATTTT— - - -GCAAAAATCTGTC- CTGGCTCCIGGACTATIA TAIA ------------------ ATGA.— ; —T-A-!— oo

AIAGTCCGGG GCCIGGACCTATTTTTGTCAATTATTT ATTTCGGCCIAT ---------- TCAGCT.GAGCATTTTGG C CAAAAATCTGTCICTIGCTCCCGGACT———A A—AAA—TTTT——T-AIAIATAATAA -------------------
-------------------------------------------------------------------------- TCA CCGGGAGIAIAT i e Y-V
----------------------------------------------------------------------------------------------------- TCAGETGGGIGCATTTTGG CGCAAAIATCTGICGCTIGCTCCCGGAC.T A AIAGTG
THCGGGARBCAGGACCTATTTBBGTCAATTATTTBATTTCCARBAAT - - - - - - - - - - TcAllccaa CATTTTGTCGCAAAAATCGGTCGCTGGCTCCCGGACTAT ABAAAAGTAA
AITCCGGGAGCCAGIACITATTTTTGTCAITTATTT ATTTCGARCAAT - - - - - - - - - - TCRGCTGGGARMATTTT GTCGCAAAAITITGTCICTG.TCCCGGACTA ---------- TTTEA AAAAIA
TATT AGTCCGGGAICIAGGACCTATITTTGTCAATTATTT ATTTCGACCAAT - - ===~ - - - - TCA

iITGGGA CETATBCCTGCAABAA - - - - - - e

THARCTGOGBE - - - - - - e e e e e

TCAGCCHBGABCATATTGTCGCMAAAATC -« - v m v e e e TRB - - - - - - oo e

TCAGCC A ATATTGGT.CAAAAATCGGTIGCTGGCT.CIGICTA ------------------------------------
cTATl------------

TIAGCTG G GCATATTGITCGCAAAAATCTGTCGCTGGCTCCCGG
TCAGCTGGGAGIATTTTGGTCGCAAAAATCTGICGITGICTCCCGGACTAT A

-------------------------------- TATTIAT T TCOGMCAAT - - - - e - e e e e e L THA
ATAGTC.GGAGCCAIGACCTATTTTTGTCAATTATTTIATTTTGGCCAAT ---------- TCAGCCGGGAGHATATTGGTCHCAAAAARCGGT CIBTGBCTCRCGGACTETA- - - - - - - - - - -
0 TCAGCCGGGGCATATTGTICAAAAATCGGTGCTGGCTCCCGGRCTA- - - - ACGAAATTTT - - - - -
------------------------------------------------------------ TCATGGGAGEATTTTGGTCGAAABATCTGT - —CTGGCTCCC.!CTA-—TAAA—T-A
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2d_uf.bed g 1.bed fm_1.bed O O bcIn.fa_aln.fa cl.fa_gs.fa ce.fa
size: 539bp; fragments: 245; full length: 5 (>=485.1bp)

divergence to consensus (%)
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/ 2744 fasta.b.bed uf.bed g 1l.bed fm 1.bed O O bcIn.fa_aln.fa cl
size: 860bp; fragments: 185; full length: 0 (>=774bp)
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divergence to consensus (%)
10

TE: rnd_5 family 2744
size: 347bp; fragments: 143; full length: 15 (>=312.3bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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