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4;@! S L L.,
| 1 W

'”\ S

L0118 RTIRRET TR BN T B
([

| I- 118

Ii
I | FURTINNE B BRI W S
Ill-l-ll C LU R e DR

" it i J ( 1

U AT O 1 HI [ Il #H 10 1 BRI Ty L | || I‘ p i

B :Ii I‘Ii l-l-'l ”|.i Il 1l [0 W NN AR
| ‘ illI | |'

i t iu ii il | ‘” IH ““Iﬂlll.llll -l;.]n.-llll-l A0 (NWAN 0T O AT

TSI 1] e
e

;?1|1II| Il1‘“F;;E!!EE;EE!?!;;!EEEJHhHEEiEmlj:lLII.‘IEHHIllJIlu1“||mI
; Whm m w o w —

. Il | I‘I
| '||H| |
L BT -
| ! (N0 IR | 0 IR0 0 DO 0000 S O O m .1[.:':;“-1" I]-l:rllll-":ll
I“'!Flﬂl“!lgi liff;as "“:::;:i:::::::ﬂﬁ:ﬁ:;WMHHIIIWHILI R Uy [y e —— 1

i m:#'llmnl o = | . WMMIWT—- PR " Pk o e s o

g I PSR OO Mvrsmnn o

50 -

| 1R R o
I wm EE W NCEENININE PSRN hE e

U g T T

w45l
i | F?ﬁ“ 1SN A A

TR A i -I.*!HHFW | Wm[ u i!'lll ' | || l
BO_H.HMHMI ,...mmrM MEHUHMMWWM -
I [
prp— Y]~ S—— I

W] IRV UNETO AN e L
T LY N L]

800 1000

80 -




1.bed_fm_1.bed 0 0 n.bed g_1.bed fm 2.bed 0 0 bcln.fa_aln.fa After TEtrimmer 585 bp
size: 585bp; fragments: 54; full length: 2 (>=526.5bp)
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TE consensus (bp) TE consensus genomic coverage plot (bp) TE consensus self dotplot (bp) TE consensus structure and protein hits (bp)



ved g Lbed fm 1bed 0 0 nbed g Lbed fm 2.bed 0 0 belnfa After TEtrimmer Extended plot Blue lines are boundaries
size: 943bp; fragments: 55; full length: 0 (>=848.7bp)
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divergence to consensus (%)
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TE: rnd_5 family 2717
size: 676bp; fragments: 72; full length: 3 (>=608.4bp)
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After TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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