Start crop Point End crop Point

MSA length = 2186 1
------------------------------------------------------------ AAGAATGAACAGGCAATCTGCCTARMTATAGAGTAGGAAGAAGAAGAAGAA
------------------------------------------------------------ AAGAATGAACAGGCAATCIGCCTA TATAGAGTAGGAAGAAGAAGAAGAA
------------------------------------------------------------ AAGAATGAACAGGCAATCTGCCTARMTATAGAGTAGGAAGAAGAAGAAGAA
AGGAGGGTACGTCCAACACAGATACAAGACGTCAGAACATAAATTCAGCCA---------- AAGAATGAACAGGCAATCTGCCTAMTATAGAGTAGGAAGAAGAAGAAGAA
------------------------------------------------------------------------------ AAGAATGAACAGGCAATCTGCCTARMTATAGAGTAGGAAGAAGAAGAAGAA
---------------------------------------------------------------------------------- AAGAATGAACAGGCAATCTGCCTARMTATAGAGTAGGAAGAAGAAGAAGA
-------------------------------------------------------------------------------- AAGAATGAACAGGCAATCTGCCTARMTATAGAGTAGGAAGAAGAAGAAGAA
TGAGAGTATGTCCAACACAGATACAAGGCGTCAGAACATAAATTCAGCCA---------- AAGAATGAACAGGCAATCTGCCTA TATAGAGTAGGAAIAAGAAGAAGAA
------------------------------------------------------------ AAGAATGAACAGGCAATCTGCCTARTATAGAGTAGGAAGAAGAAGAAGAA
AGGAGGGTACGTCCAACACAGATACAAGACGTCAGAACATAAATTCAGCCA---------- AAGAATGAACAGGCAATCTGCITA TATAGAGTAGGAAGAAGAAGA.AA
AGGAGGGTACGTCCAACACAGATACAAGACGT CAGAACATAAAT TCAGCCA - = = - & s s s s s s ot o o o et ot o o o ot oot m o m o oo om o oo oomoom oot
AAGAATGAACAGGCAATCTGCCTA TATAGAGTAGGAAGAAGAAGAAIAA
AAGAATGAACAGGCAATCTGCCTA TAIAGAGTAGGAAGAAGAAGAAGAA
AAGAATGAACAGACAATCTGCCTAMTATAGAGTAGGAAGAAGAAGAAGAA
AAGAATGAACIACAATCTGCCTA TATAGAGTIGGAAGAAGAAGAAGAA TCA

AAGAATGAACEIRACAATCTGCCTARTATAGAGTIMGGAAGAAGAAGAAGAA TCA







d uf.bed g 2.bed fm_1.bed O O bcin.fa aln.fa cl.fa gs.fa ce.fa b After TEtrimmer 2186 bp

size: 2186bp; fragments: 845; full length: 7 (>=1967.4bp)
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tab.bed utbed g 2.bed fm Lbed 0 0 belnfa ainfa clfa gsfa. After TEtrimmer Extended plot Blue lines are boundaries

size: 2502bp; fragments: 835; full length: 0 (>=2251.8bp)
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TE: md_5. family 230 Before TEtrimmer 1869 bp
size: 1869bp; fragments: 1310; full length: 43 (>=1682.1bp)
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After TEtrimmer ORF and PFAM domain plot

ORF4

ORF1

ORF3

Bl ORFs
B PFAM domains

ORF2

RVT_1

250

500

750

1000

1250

1500

1750

2000




Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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