Start crop Point End crop Point

MSA length = 1689
A.TACACTATCGGACAAAAGTAGAGCAACATTTCGA ---------- TGTTGCTCIACTTTTGTCCGATAGTGTA
ATATACACTATCGGACAAAAGTAGAGCAACATTTCGA---------- TGTTGCTCTACTTTTGTCCGATAGTGTA
ATATACACTATCGGAIAAAAGTAGAGCAACATTTCGA ---------- TGTTGCTCTACTTTTGTCCGATAGTGIA
ATATACACTATCGGACAAAAGTAGAGCAACATTTCGA---------- TGTTGCTCTACTTTTGTCCGATAGTGTA
ATATACACTATCGGACAAAAGTAGAGCAACATTTCGA---------- TGTTGCTCTACTTTTGTCCGATAGTGTA
ATATACACTATCGGACAAAAGTAGAGCAACATTTCGA---------- TGTTGCTCTACTTTTGTCCGATAGTGTA
ATATACACTATCGGACAAAAGTAGAGCAACATTTCGA---------- TGTTGCTCTACTTTTGTCCGATAGTGTA
ATATACACTATCGGACAAAAGTAGAGCAACATTTCGA---------- TGTTGCTCTACTTTTGTCCGATAGTGTATATAAAACTCAATGET - - - - - -
ATATACACTATCGGACAAAAGTAGAGCAACATTTCGA---------- TGTTGCTCTACTTTTGTCCGATAGTGTA
ATATACACTATCGGACAAAAGTAGAGCAACATTTCGA---------- TGTTGCTCTACTTTTGTCCGATAGTGTAAATACAAATGGE - - - - - - - - - -

TA- - IGTGGCIAA-AAA.A.TITAIAA

TIAGITAT T.A-AAA.AIATITTIA— I I
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TTA

_____________ AAA

AMRAT A- -
AMRAT

GA----c---- AAA ATATACACTATCGGACAAAAGTAGAGCAACATTTCGA - - == = = = = - - TGTTGCTCTACTTTTGTCCGATAGTGTARGTHEENGCCETE - - - - - - - - - -
--------------------------------- ATITACACTATCGGACAAAAGTAGAGCAACATTTCGA——————————TGTTGCTCTACTTTTGTCCGATAGTGTA
TICAICTTGT.A ATATACACTATCGGACAAAAGTAGAGCAACATTTCGA - = = = - = = = - - TGTTGCTCTACTTTTGTCCGATAGTGTA

4 4 0 44404400 < < < -

AGT
T

TAAAITATGTIAA

AATAATTTTGA ATATACACTATCGGACAAAAGTAGAGCAACATTTCGA- - - -~~~ - - - TGTTGCTCTACTTTTGTCCGATAGTGTA
TT----GTATTCTTGT THIATET---------- ATATACACTATCGGACAAAAGTAGAGCAACATTTCGA - - - == - = - - - TGTTGCTCTACTTTTGTCCGATAGTGTARATININCENE - - - - - - - - - - - - - - - ---------
ATATACACTATCGGACAAAAGTAGAGCAACATTTCGA- - - -~~~ - - - TGTTGCTCTACTTTTGTCCGATAGTGTARC TATATAAAATTTAT - - - - - -

A.TACACTATCGGACAAAAGTAGAGCAACATTTCGA ---------- TGTTGCTCTACTTTTGTCCGATAGTGTA TIAGIAIA
ATATACACTATCGGACAAAAGTAGAGCAACATTTCGA- - - -~~~ - - - TGTTGCTCTACTTTTGTCCGATAGTGTA TTAA
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b.bed uf.bed g 2.bed fm 1.bed O O bcin.fa_aln.fa_cl.fa_gs.fa ce. After TEtrimmer 1689 bp

size: 1689bp; fragments: 419; full length: 150 (>=1520.1bp)
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.fasta.b.bed uf.bed g 2.bed fm_ 1.bed O O bcin.fa_aln.fa cl.fa gs
size: 1991bp; fragments: 419; full length: 0 (>=1791.9bp)
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TE: md_5. family 2143 Before TEtrimmer 1653 bp

size: 1653bp; fragments: 441; full length: 158 (>=1487.7bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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