Start crop Point End crop Point

1 MSA length = 2409 1

AATCACATCTTCTGCCCTCTACCAGCCCTTAAAAAATGAAAA- - -[JATTTTTTTTTAAATCGATTTGGAATACCTACCAAAAGTTACCTTTAGTAATGT - - - - - - - - - - CTAATACHAATTGGCAACTTTTGCGCAGTATHCCAlAACGATTTTCAAAACTTCGATTTTTTGATCACCCTAATHTERA - - - - - -
AATCACATCTTTGCCCTCTACCAGCCCTTAAAAAATGARAA- - TTTTTTTTTTGAAAAATCGATTTGGAATACCTACCAAAIITTACCTTTAGTAATGT - - - - - - - - - - CTAATACCAATTGGCAACTTTTGCGCAGTATTCCAAAACTATTTTJAAAATTTGATTTTTCGATCCACCCTA
AATCACATCTTCTGCCCTCTACCAGCCCTTAAAAAATGAAAAAAAAATITTIIT TGAAAAATCGATTTGGAATATCTACCAAAAGTTACCTTTAGTAATGT - - - - - - - - - - CTAA B T GGCAACTTTTGCGCAGTATTCCAAAACGATTTTCAAAACTTCGATTTTTCGATCCACCCTART
AATCACATCTTCTGCCCTCTACCAGCCCTTAAAAAATA- - - - AATTTTTTTTTGAAAAATCGATTTGGAATACCTACCAARAIT TACBTTTAGTAATGT - - - - - - - - - - CTAATACCAATTGGCAACTTTTGCGCAGTATTCCAAACGATTTTCAAAACTTCHART TRTATCBACERTAAT
AATCACATCTTCTGCCCTCTACCAGCCCTTAAAAATGAAAAAAATTTTTTT TGEAAAAATCGATTTCRAATACHTACCAAAAGT TACCTTTAGTAATGT - -« - x o s s m ot ottt oo CETcaATT o (¢ [ofd YN
AATCACATCTTCTGCCiICTACCAGCCCTTAAAAAATGAAIA—AATTTTTTTTTGAAAAATCGATTTG AATACCTACCAABAGTTACCTTTAGTAATGT -« -« -« - - CTAATACCAATTGGCAACTTTTGCGCAGTATTCCAAAACGATTTTCAAAACTTCGATTTTTCGATCCACCCTARTHARMA---- - -
AATCACATCTTCTGCCTCTACCAGCCCTTAAAAAATGAAAAAAAAARMTTTTTJAAAGATCGATTTGGAATATCTAC- AAAAGTTACCTTTARTAATGT - - - - - - - - - - CTAATACCAATTGGCAACTTTTGCGCAGTATTCCAAAACTATTTTCAAAACTTCG - = = = = = = == mmmm e e e e e e e e e e m e -
AATCACATC- - —TGCCCTCTACCAGCCCTTAAAAAATGAAAAAAAAAETTTTTGAAAGATCGATTTIGAATATCTACCAAAAGTTACCTTTAGTAATGI ---------- CTAATACCAATTGGCAACTTTTGCGCAGTATTCCAAAACGATTTTCAAAACTTCGATTTTTCGATCCACCCTAAETIREG AT TA
AATCACATCTTCTGCCCTCTACCAGCCCTTAAAAAATGA- - - - - TTTTTTTTTTGAAAAATCGATTTGGAATACCTACCAAAAGT TACCT TTAGTAATGT = = = = = = = = = = = = m e m m e e e e e e e e e e e e e e e e e e e e e e e e e e o o - L S e
AATCACATCTTCTGCCCTCTACCAGCCCTTAAAAAATIAAAR- - TTTTTTTTTTGAAAAATCGATTGGAATACCTACCAAAAGTTACCTTTAGTAATGT - - - - - - - - - - CTAATACCAATTGGCAACTTTTGCGCAGTATTCCAAAACTATTTTCAAAATTTCGATTTTTCGATCCACCCTAAT
AATCACATCTTCTGCCCTCTACCAGCCIT TAAAAAATGAAAAT TT T T T T T - - = = = = = m m mmm e m m e e e e e e e e e e e e e e e e e e e e e e e e e e e o CTAATACCAATTGGCAACTTTTGCGCAGTATTCCAAAACGATTTTCAAAACTTCGATTTTTCGATCCACCCTAAT
---------------- CTCT.CAG.!TTAAAAA— e TR - S ATRTRTACCAAAAGTTACCTTTAGTAATGT =« -« - - - - - -CTAATACCAATTGGCAACTTTGCGCAGTATTCCAAAACGATTTTCAAAACTTCGATTTTTCGATCCACCCTAAT
AATCACATCTTCTGCCCTCTACCAGCCTTTAAAAAATIARRAR- - - TTTTTTT T JGAAAAATCGATTTGGAATACCTACCAAAAGTTACCTTTAGTAATGT - - - - - - - - - - CTAATACCAATTGGCAACTTITGCGCAGTATTCCAAAACGATTTTCAAAACTTCGATTTTTCGATCCACCCTAAT

A TCACATCTTCTGCCCTCTACCAGCCCTTAAAAAATGA - - - - - - - - - - TTTTTTTAAAATCGATTTGGAATACCTACCAAAAGTTACCTTTAGTAATGT == - == - = - - - CTAATACCAATTGGCAACTTTTGCGCAGTATTCCAAAACGATTTTCAAAATTTCGATTTTTTGATCCACCCT == === === m == m = -
AATCACATCTTCTGCCCTCTACCAGCCCTTAAAAAATGA - = - = == - = - - TTTTTTTAAAATCJATTTGGAATACCTACCAAAAGTTACCTTTAGTAATGT - - -« -« - - - - CTAATACCAATTGGCAACTTTTGCGCAGTATTCCAAAACGATTTTCAAAATTTCGATTTTTTGATCCACCCT == === m = mmm e e = = -
AATIACATITTCT-T-AG.TTIAAAAAATG ----- 0 VN 5 .TTT.TAATIT ---------- CTAATAICAATTGGCAACTTTTGCGCAGTATTCCAAAACGATTTTCAAAACTTCGATTTTTCGATCCACCCTAITIT.A— -CCTTA
AATCACATCTTCTGCCCTCTACCAGCCCTTAAAAAAT - - - - - - - - - ATTTTTTTTTRAAA

TGGAATACCTACCAAAAGTTACCTTTAGTAATGT
T GATTTGGAATATCTICCAAAAGTTACCTTTAGTAATGT

AATCACATCTTCTICCCTCTACCAGCCTTTAAAAAATGAAAA——ATTTTTTTTTGAAAGA



End crop Point

Start crop Point
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ed fm_1.bed 0 O n.bed g 1.bed fm 2.bed 0 O bcIn.fa_aln.fa_cl.

divergence to consensus (%)
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size: 2409bp; fragments: 225; full length: 0 (>=2168.1bp)
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ed_uf.bed g 2.bed fm_1.bed 0 O n.bed g 1l.bed fm 2.bed 0 O

divergence to consensus (%)
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size: 2710bp; fragments: 251; full length: 0 (>=2439bp)
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divergence to consensus (%)

TE: rnd_5 family 20147
size: 2769bp; fragments: 244, full length: 0 (>=2492.1bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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