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1 MSA length = 3562
-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGTTAAAAAAAAAAAAAAA TTTAA- TRGT THTETAFATCRARG TABABEET - - - ----------

-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGTTAAAAAAAAAAAAAAAA
-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGTT-AAAJJAAAAAAAAAA e e e
TTAAAITITAAAATATATTTAAAAAATAITCAIAATATCTACAATTITAIATACTITIAGAA.ATAATAAIAAATATIAATATTTTATAIAAIAGTT. ---------- GTTTTAGTTAATAAAGGGTTAAAAAAAAAAAAAAAA
-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGTT - - AAAAAAAAAAATAA
TTAAAITTTAAAITATAICTAIAATACATTCAIGATAIC ----- TTGTAAATICTTTAAIATAAATAAIGTAIAACATAAATATTTTATAAAIAAATTAT ---------- GTTTTAGTTAATAAAGGGTT - - - - AAAAAAAAAAAA
-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGTTAAAAAAAAAAAARAA
-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGTT - - - - - AAAAAAAAAA
-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGTT —AAAAAAAAIAIAAA
A

TTTATA
TTTATA

AAT
-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGTT - AAAAAAAA AAA AAT
- -ABGTTTTAAA- - - - - - - - AAAATACAGTIAAAAGAT T TABG T GTAA - - - - - s e m ot GTTTTAGTTAATAAARGGTT- - - AAAAAAAAAAAA
CTAIGTITTAAAAIAIATTIAAAAAITI!TCAAAATATTITCGATTITAIATACCTTAAGATAAAIAATATAAAATITAAATATTITATAAAAAAATIAT ---------- GTTTTAGTTAATAAAGGGTT - - AAMAAAAAAAAAAAARTAN- - - - - - - - - - TI TCAATTRE TI- - - - - - - - - - - - - - - - o s e o e e me e e e e oot
TTAAATTTTAAAATTTATTTTAAATATATTCAAAATATTTTTGATTGTAAATACCTTAAGAAAAATAATATAAAACATAAATATTTTATAAAAAAATTAT - === - -- GTTTTAGTTAATAAAGGGTT - - - - AAAAAAAAATAA - TTACATAAT
TTAAATTTTAAAATTTATTTTAAATATATTCAAAATATTTTTGATTGTAAATACCTTAAGAAAAATAATATAAAACATAAATATTTTATAAAAAAATTAT - === - - - GTTTTAGTTAATAAAGGGTT - - - - AAAAAAAAATAA - TTACATAAT
--------------------------------------- TTTGATTGTAAATACCTTAAGAAAAATAATATAAAACATAAATATTTTATAAAAAAATTAT ----------GTTTTAGTTAATAAAGGGTT- - - - AAAAAAAAATAA - TTACATAAT
-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGTTAAAABAAAAAGAA- - - - - - m e e e e e
-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGT TAAAAAAAAAAAAA - - = - = - = - = oo oo - - e e e
-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGTT- - - - - - AAAAAAAAAA e e e
-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGT]- - - -AAAAAAAAA

-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGTT - - - - AAAAAAAAAT

TTTTERATGEAART ABRAGA -TTERTATAATESEA
AARTABABA -TTERTATAATESEA

TTTTRATG
GEBcEEA THABACA ABA - - TATATAAGEBTTT
TREA TR TH T TRATARMABTE- ------- @rTRTAA-----

-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGTTAAAAAAAAARBAAAA
-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGTTAAAAAAAA—IAAAA
-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGTT - - AAAAAAAAAAAAAA
-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAAGGGTT - - - AAAAAAAAAATAA
-------------------------------------------------------------------------------------------------------------- GTTTTAGTTAATAAARGGTT-AAAAAAAAARAAARA

-------------------------------------------------------------------------------------------------------------- I L R R R e R
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TE: rnd_5 family 2013

size: 2001bp; fragments: 799; full length: 0 (>=1800.9bp)
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After TEtrimmer ORF and PFAM domain plot
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