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> > > > >




1T IRERR [VRURD TR AR T LR R

T e ———— SO -nmul\lillmnﬂ

WS Y T (O 0 Q1TTIRTIR AN TR FINTAT I RO IIII“I’IIMII.II“”HII’I II“II“I"II,IIIHW“I
_ — ’" IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII -II‘I lll“l||||||||ll|||
|l|||.1|u||||||i||||||l||lmllII\III\IMIHIWIII\HI\\\III\\I\I\IINIIIII\IIIIIIIIWI IR

||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| -II_INI‘IIIIHIIHIWI
|l|qm|mm||||||||l||u|nuwmnlmllmmnummuﬂlllllllmllﬂlllHI\Ile\l“|\|| ||I|I

mw‘INWITﬂ

m.JNIHIWIIIII\IIII\IIIIIIIIIII\IIIIIIIIIIIIIII\IIMIIIIIIIINIII\I
_uﬂmml-mu- [ PRRMCD A 0 Ao ERC A A HI"I

oo, MUEEmmME N wl ll“.l|||||||||||“'
e gy il
0 500 1000

T\

End crop Point

'

* |




d_uf.bed g 1.bed fm_ 1.bed O O bcin.fa_aln.fa cl.fa_gs.fa ce.fa I

divergence to consensus (%)

size: 2522bp; fragments: 434; full length: 0 (>=2269.8bp)
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size: 2848bp; fragments: 453; full length: 0 (>=2563.2bp)
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TE: md_5_family_1569 Before TEtrimmer 844 bp

size: 844bp; fragments: 347; full length: 123 (>=759.6bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot

Bl ORFs
B PFAM domains

ORF2

ORF1

100 200 300 400 500 600 700 800




consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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