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1 MSA length = 3474 1

-------------------------------------------------------------------------------------------------------------- ATTGTATTTTTTGTTGAATJCCTCTGGCGTTTATGAAATAAATAAATEAAARAAT

THT TATGTTTHTT T.A.TT ----------------------------------------------------------------------- ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAABANA
TATGTGEANNABATTHABC- - - - - - - TTET CARBAA - - - - - - - e ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAArAAIAAAAAAA ARIA
AAA

-------------------------------------------------------------------------------------------------------------- ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAA AAAAAART ARA
- GO T T BAA T T A - - - - - - e ool ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAATAAA
L ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAATAAA
TATGTGTATTAAATTTAACATAAACATTTAAAGTGACCCAAGGAAAATTAGATTTTCAAGTAGCCAGTAAAAAACGACAATGGGTTTAT == == - === - ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAATAAA
TA------ 0 I V- ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAATAAA
------------- TTTEARA---- - - AAGHAAAATTAGAB TBBCAACEBGCCAGBBAAAAACCEBCAATIGCIB T/ T ----------ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAATAAA
-------------- T AACE - - - - - - m e ATTGTATTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAATABA
TCTRCE@A T TAABE T TAABATAAA AT - - - - oLl ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAATAAA
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TATGTGTATTAAATTTAACATAAACATTTAAAGTGACCCAAGGAAAATTAGATTTTCAAGTAGCCAGTAAAAAACGACAATGGGTTTAT == == - === - ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAAAAATAA
- TGTARTA- - - TTABCABAAACAT BT TAAGTGT - - - - oo e e n Lo ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAAI!AAAAAAIAAA
TATGTGTATTAAATTTAACATAAACATTTAAAGTGACCCAAGGAAAATTAGATTTTCAAGTAGCCAGTAAAAAACGACAATGGGTTTAT == == - === - ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAATAAA
TGTHCTTATTRAATRTRARATAAACARTBABACHAARE - - - - - - - - - - oo ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAATAAA
TA- - - mm e mmm oo ACATIRAABAT TBACAT TIBCCE- - - - - - - - - - - - s o s e ATTTATTTTTTGTTGAATGICTCTGGCGTTTATJAAATAAATAAATAAATAAA

-------------------------------------------------------------------------------------------------------------- ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAATAAA
-------------------------------------------------------------------------------------------------------------- ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAATAAA

TR ABTATGTGTATTAAATTTAACATAAACATTTAAAGTGACCCAAGGAAAATTAGATTTTCAAGTAGCCAGTAAAAAACGACAATGGGTTTAT - =----=--- ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAAT
T_AITATGCTTITT ---------- L L[S e e I Grar---------- ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAAT
-------------------------------------------------------------------------------------------------------------- ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAATAAA
TIT-AI— - - TGTARTA- - - TTABCARBAAACAT BT TAAGTGT - - - - - - - e e e ettt ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAARAAAAAAARAAA
TATGTGTATTAAATTTAACATAAACATTTAAAGTGACCCAAGGAAAATTAGATTTTCAAGTAGCCAGTAAAAAACGACAATGGGTTTAT == == - == - - - ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAATAAA

-------------------------------------------------------------------------------------------------------------- ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAAATAAATAAA
-------------------------------------------------------------------------------------------------------------- ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAAAATAAATAAA
-------------------------------------------------------------------------------------------------------------- ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTATGAAATAAATAAATAA - = = =« s s mmm e e e e e e e e e o
-------------------------------------------------------------------------------------------------------------- ATTGTATTTTTTGTTGAATGCCTCTGGCGTTTTGAAATAAATAAATAAATAA
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divergence to consensus (%)
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size: 3474bp; fragments: 177; full length: 0 (>=3126.6bp)
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6.fasta.b.bed uf.bed g 1.bed fm_ 1.bed 0 O bcIn.fa_aln.fa_cl.fa_gs«
size: 3837bp; fragments: 166; full length: 0 (>=3453.3bp)
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divergence to consensus (%)

TE: md_ 5 family 15686 Before TEtrimmer 863 bp

size: 863bp; fragments: 122; full length: 32 (>=776.7bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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onsensus before TEtrimmer (bp)
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