Start crop Point End crop Point

1 MSA length = 13777 1
AAACTAAGAAGTGGTGAATATTTTATTTGTAATTATTAAAAAGT TTTAATTCCATAATACAAGAAAT CAT T TCCT TAT = - = & = & & m & m o e m e o e f e o o e o o et e o bt e f o e m e e f f e e f i e m e i e e o oo oemmooameaoeaao
AAACCGAAGCATAGGGGAAATCTTTGGGGTCATTGAGGAAAAGTTCTAAATTCACATTAGGCGAAACCACTCCGTTAT - === === - - GGGAGGATGTTAGAACGGAAGAAGTCGAAGATTACCTTGTGCATGTTAATATTAAGAAG - - = - === -«- - -
AAACCGAAGCATAGGGGAAATCTTTGGGGTCATTGAGGAAAAGTTCTAAATTCACATTAGGCGAAACCACT CCGT TAT = = = = = = & = & m e m e o e m et o e ot e f et et e f ot e m et mf e f o f ot e e o i e oo oo o moeoaoeaoeoaoo
---------------------------------------------------------------------------------------- GGGAGGATGTTAGAACGGAAGAAGTCGAAGATTACCTTGTGCATGTTAATATTAAGAAG - - = - === -=- = -
AAACCGAAGCATAGGGGAAATCTTTGGGGTCATTGAGGAAAAGTTCTAAATTCACATTAGGCGAAACCACTCCGTTAT - === === - - GGGAGGATGTTAGAACGGAAGAAGTCGAAGATTACCTTGTGCATGTTAATATTAAGAA - - = = - == == = = - = -
---------------------------------------------------------------------------------------- GGGAGGATGTTAGAACGGAAGAAGTCGAAGATTACCTTGTGCATGTTAATATTAAGAAGG - = - ===~ - -
---------------------------------------------------------------------------------------- GGGAGGATGTTAGAACGGAAGAAGTCGAAGATTACCTTGTGCATGTTAATATTAAGAAGGC - - == ---=- - -
- - - -CGAAGCATAGGGGAAATCTTTGGGGTCATTGAGGAAAAGTTCTAAATTCACATTAGGCGAAACCACTCCG T TAT = = = = = = = = = & oo e m e o e m et ot e m e o e f e o o e m e e f et ff e m e i e m oo e o e e oo mameeoemeaaaaao
---------------------------------------------------------------------------------------- GGGAGGATGTTAGAACGGAAGAAGTCGAAGATTACCTTGTGCATGTTAATATTAAGAAGGCCGATAGAGGGG
---------------------------------------------------------------------------------------- GGGAGGATGTTAGAACGGAAGAAGTCGAAGATTACCTTGTGCATGTTAATATTAAGAAGGCCGATAGAGGGG
------------------------------------------------------------------------------------------------------------------------------------------ GCTHAGAACGCTGACAGTGAGC
---------------------------------------------------------------------------------------- CTAAGCATATCGAAGCGATAAAA-TCGAACGTGTTCTTCGACGCGTTAATGCGAAATACGCCGATAGAGGGG
-------------------------------------------------------------------------- 0 3
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.b.bed _uf.bed g 1l.bed fm _1.bed O O bcIn.fa aln.fa _cl.fa_gs.fa ce
size: 13777bp; fragments: 1027; full length: 0 (>=12399.3bp)
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/ .fasta.b.bed uf.bed g 1.bed fm_ 1.bed 0 O bcIn.fa_aln.fa_cl.fa_gs¢
size: 13929bp; fragments: 1044; full length: 0 (>=12536.1bp)
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TE: rnd_5 family 15117

size: 12207bp; fragments: 347; full length: 5 (>=10986.3bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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