Start crop Point End crop Point

1 MSA length = 1344 1
CTATTTTAAATAITTTTCTTAAAACATTGCACIATAAAAAATTAATAAATTAAAATAATTAITTCATTATTITAA—ATTTTTACIT.TTTAATATTCAA ---------- TAT - CAAGTTTTTCIAAAGTGGTTCAATATAGGCAACTCTCCCC C - TAIT -------------

-------------------------------------------------------------------------------------------------------------- TAT-CAAGTTTTTCAAAAGTGGTTCAATATAGGCAACTCTCCCC----TAAT - - === =-mom- -
CTATTTTAATTTTTTTTCTTAAAATATTGICAACAAABAATTAAATAATTAAAATARTTAATTTTTTATTARAATITTTTACATT T T @ TAT- - - - - - - - - - - - - BAA-CAAGTTTTTCAAAAGTGGTTCAATATAGGCAACTCTCCCCTATTTANTA
CTAJJTcTAATCTTTCCTCTTAAAA- - TTJCACARCATAAAATTAATAAACTIAAlITIIATTAATT - - TTATTATAATATTTTTAJATTTTTTAATATTCAA- - - - - - - - - - TAT-CAAGTTTTTCAAAGTGTTCAATATAGGCAACTCTCCCC- - - -TA
-------------------------------------------------------------------------------------------------------------- TAT-CAAGTTTTTCAAAAITGGTTCAATATAGGJAACTCTCCCC - - - TATTT
C.TICIAATTATTTTTCCT— - CGTIGCA—IATATAA.T.ATACATTAAAAIAATTAATTTTTTITTATAATATTITTACATTTTTTAAIAITCAA ---------- TATTIA-TTTTCAAAA!IGGTTCAATATAGGCAAITCTCCCCTAITTATTT
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-------------------------------------------------------------------------------------------------------------- TAA-CAAGTTTTTCBAAAGTGGTTCAATATAGGCAACTCTCCCH -
-------------------------------------------------------------------------------------------------------------- TAA—CAAGTTTTTCIAAAGTGGTTCAAIATAGGCAACTCTCCCI
-------------------------------------------------------------------------------------------------------------- TAT-CAAGTTTTTCAAAAGTGGTTCAATATAGGCAACTCTCCCC -
-------------------------------------------------------------------------------------------------------------- TAT-CAAGTTTTTCAAAAGTGGTTCAATATAGGCAACTCTCCCC- - - -TATTT
----------- TT === - AAAACATTGCACAATATAAAAT TAA S - = - - - o s sttt oo oo TAA-CAARTTTTTCAAAAGTGGTTCATATAGGCAARTCTCCCCTATTTAABA
-------------------------------------------------------------------------------------------------------------- TATTIAAGTTTTTCAAAAITGGTTCAATATAGGCAACTTCCCC- - - - TATTT TAAAATTAAAT - ----GT------
----------- TAA-CAAlITTTTTCAAAAGTGGTTCAITATAGGCAAJTCTCCCCTATTTAARA -AAGATTAAA - TTCGTT- - AA

CTATTTTAA -AAAATTAAAT - - -GGGT - - - AA
CTATTTTAA -AAAATTAAAT - - -GGGT - - - AA
-------------------------------------------------------------------------------------------------------------- TAT-[AAGTTTTTCAAAAGTGGTTCAATATAGGCAACTCTCCCCTATTTATTT

-------------------------------------------------------------------------------------------------------------- TAT-CAAJJTTTTTCAAAAGTGGTTCAATATAGGCAACTCTCCJCTATTTRTT
-------------------------------------------------------------------------------------------------------------- TAT-[AAGTTTTTCAAAAGTGGTTCAATATAGGCAACTCTCCCCTATTTATTT
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TAAAATTAAAT - - - - - GTTTTAA
TAAAATTAAAT - - - - - GTTTTAA
- AAGATTAA.A _TTCGTT- -AA

-------------------------------------------------------------------------------------------------------------- TAB- CAAGTTTTTAAAAGTGGTTCAATATAGGCAACTCTCCCC- - - - TATTA TRGATTAAATACTTCATTTTA
-------------------------------------------------------------------------------------------------------------- TAT—CAAGITTTTCAAAAGTGGTTCAATATAGGCAACTCTCCCCTATITEIT TAAA TTAIAIACTTCA TTTA
-------------------------------------------------------------------------------------------------------------- TAT-CAAGTTTTTCAAAAGTGGT - CAATATAGGCAACTCTCCCCTRTTTRTTT AATTARATACCCGTRRTTT
-------------------------------------------------------------------------------------------------------------- TATT- - - - TT T TRAAAGTGGTTCAATATAGGCAACTCTCCCC- - - - TATRT —ee---------cCTCGH- - -TA
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.b.bed _uf.bed g 1l.bed fm _1.bed O O bcIn.fa aln.fa _cl.fa_gs.fa ce After TEtrimmer 1344 b P

size: 1344bp; fragments: 82; full length: 0 (>=1209.6bp)
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O.fasta.b.bed uf.bed g 1.bed fm_ 1.bed 0 O bcIn.fa_aln.fa_cl.fa_gs¢
size: 1728bp; fragments: 72; full length: 0 (>=1555.2bp)
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TE: rnd_5 family 15029
size: 1244bp; fragments: 114; full length: 1 (>=1119.6bp)
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After TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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