Start crop Point End crop Point

MSA length = 2264 1
---------------- ABAGGG - - -ATTATTATTTGTTGRMCAA - - ATAAAATGAGTATTTAAACCAAAAAACCTTTCTGTTAACCATAAATAARTTT----------THAllcGGcCcGCCATCTTGGATTTGliClic TA cC@raccccTreTACTRTABARA
TAAAAAGTTTAGTTTAAARAGGG - - -ATTATTATTTGTTGCIAA - - ATAAAATGAGTRTTTAAACHAJAAAACCTTTCTGTTAACCATAAATAAGTTT- - - - - - - - - - TRARCGGCCGCCATCTTGGET cTGCCAGAARMCECRTAGCCCCTCTACTRAATARAA
-------------------------------------------------------------------------------------------------------------- THA CGGCCGCCATCTTGGATTT.CCAGAA CBCBTAGCCCTTCTACT AIA AA
TAAAAA- - TTGATTTAAJJGTGGGTAAATTATTATTTGTTC AAA - AJJAAAAAAATTATTGAAACAAAGAACETTTCAGTTAACC - TAAATAAGGTT - = - - - - - - - - TRAlccGccGeCATCTTGAT - TTGCCAGAABICIICTAGCCCTTCTACTY- - - -
---------------------------------------- <X o
TGAABIE T TTART TAAGAGGG - - -ATTATTATTTGTTG AA- -AT--------- AT----ACCAAAAAACCTTTCTGTTAACCATAAATAAGRTT---------- CGGCCGCCATCTTGGATTTTG-CAGTAMCEcBTAGCCCCTCTACT
TAAAAA - —TTGATTT!IAGTGGGTAAATIATTATTTGTTC AAA - AJJAAAAAAATTATTGAAACAAAGAACETTTCAGTTAACC - TAAATAAGGTT -« - - - - - - - - CGGCCGCCATCTTGGATTTTTGCAGAAICICITAGCCCCTCTACT
------- ITTGGTT——————————AAAT——————————IG Y o
TA------ TTGGTTTAAAGAGGG- - -ATTATTATTAGTTG AA- - ATAAJIATGAGTATTTAAACCAAAAAACCTTTCTGTTAACCATAAATAAGTTT -« -« - -« - - CGGCCGCCATCTTGGATTTTTCCAGAARMCHCHTAGCljccTCTACT
----------------------------------------------------------------------------------------------------------------- CGGCCGCCATCTTGGATTTT-GCAGA - cCBCcBTAGCCCTTCTACT
-------------------------------------------------------------------------------------------------------------- TEABCGGCCGCCATCTTGATTTT - CCAGAARMCECHTAGCCCTTCTAC -
TAAATAGTTTGGTTTAAAGAGGG- - -ATTATTATTAGTTG AA = - ATAAATGAGTATTTAAACCAA - - = -« - c o m o s o m oo oo TEABCGGCCGCCATCTTGGATTTTG - CAGAA CBTAGCCCTTCTACT
------- TTTGGTTTAAAGAGGG- - -ATTATTATTTGTTG AA- - ATAAAATGAGTATTTAAACCAAAAAACCTTTCTGTTAACCATAAATAAGTTT----------TEABMCGGCCGCCATCTTGGATTTTG - CAGAA CBTAGCCCTTCTACT
TAAAAAGTTTGGTTTAAAGAGGG- - -ATTATTATTTGTTG AA- - ATAAAATGAGTATTTAAACCA - - - - == = === = = = = - AACCATAAATAAGTTT---------- TEABMCGGCCGCCATCTTGGATTTTTCCAGAAMCHCBTAGCCCCTCTACT
TA- - - —GTITAGTTIAAAGAIGIT— - - —-ATTT-G X o THG CGICCGCCATCTTGGATTTT— CT.TA CBlTAGCCCCTCTACT
-------------------------------------------------------------------------------------------------------------- TEGHCGGCCCCATCTTGGATTTT-GCAGAA CBTAGCCCTTCTACT
TAAAAAGTTTGGTTTAAABAGGGT - - - - TATTATTT---- - - - -BATAAAATGAGTATTRAAR- - - - - - - - v e TEGHCGGCCGCCATCTTGGATTT- CCAGAA C
-------------------------------------------------------------------------------------------------------------- TEABCGGCCGCCATCTTGGATTTT-GCAGAAMCHCBTAGCCCTTCTACT

TAAATIGTTTG— - —TIAAGAGGG— - AAAAAACCTTTCTGTTAACCATAAATAAGTTT
TGAITAGTTTAGTTTAAAGAGGG - - AAAAAACCTTTCTGTTAACCATAIATAAGTTT

TGG CGGCCGCCATCTTGGATTT——CTCGTAHCITAGC.T ------
C

---------------- AAGAGGG- - -ATTATTATTAGTTGIMTIIAA - - ATAAAATGAGTATTTAAACCAAAAAACCTTTCTGTTAACCATAAATAAGTTT- -~ --- - - - - THAICGGCCGCCATCTTGGATJCTGCTCGTA TAGCCCTTCTACT

------ GTTTGGTTT.AGTIGG———ATTATTATTTGTTGICIAA——ATAAAATGAGTATTTAAACCAAAAAACCTTTCTGTTAACCATAAATAAGTTT——————————————————————————————————————————————————————————————————————————————————————————————————————————————
-------------------------------------------------------------------------------------------------------------- A - —GGCCGCCATCTTGGATTT—TCCAGAAHCITAGC.TICTACT AAT - = - - = - - -
-------------------------------------------------------------------------------------------------------------- GJcGGCCGCCATCTTGGATTTTTGCAGAA c@TAGcccccTCTACTH- - - -

TAAAAAT TTGGTTTAAAGAGGG- - -ATTATTATTTGTTG AA- -ATAAAATGAGTATTTAAACCAA - AAACCTTTCTGT TAACCATAAATAAGT TT = & & & & o = o o o o e d o o e o o e e o e f e e f o f f e f e e e e d i e e e e e e

TAAAAR - - TBAGT T TEBEATGCHG - - - - - - - TTATTTGTTC AACCTTTCTGTTAACHATAAATAAGT T -« - o - o c ottt oo Ce- -

------ GJGGITTIAGAG!ITAIATTATTATIT.TG e LL....-...-.-.-.-----CGGCCGCCATCTTGGATTTTG-CCCTABBCHCETAGCCCTTCTACTA- - - -
-------------------------------------------------------------------------------------------------------------- THARCGGCCGCCATCT TGO TCT TCT - - - - - o - e e e e e e e e s AT o s e e e
AAA - AAAAAAAATTATETGAAACAAAGAACET TTCAGTTAACC - TAAATAAGGT T - -« -« -« - oo oo oo oot f Lo oL LooLoLoLoliooolo..oo..
------------------------------------------------------------ TG - - -cccoececaTecTTGGETHCTGCCAGAA CETAGCCCTTCTACTEAAT - - - - - - - - e
TAAAAA- - TTGATTTAAGTGGGTAAATTATTATTTGTTC AAA - ABAAAAAAATTATTGAAACAAAGAACTTTCHGTTACC- TAAATAAGGTT - - - - - - - - - - TRARBCGGCCGCATCTTGGET CTGCT.TAHCITAGCCCCTCTACT ----------------------------------
- -AAAABTEBTART T TAGATAGHER - FAATTATEATTAG € < < T R THABCGGCCGCCATCTTGGETIMCT TCT - - - == - == s s e o e e o e e e o e o - - - -TAACGGCAT TGTEACAARTG - - - - - - - - - - - - oo oo oo e oo
TAAAAA - - TTGATTTAAAGEGGETAAATTATTATTTGTTC AA- - ATAAABAAAGEART TAATTGABEAAACCTTTCAGTTAACCATAAATAAGT TT -« -« - s o e o e e - - GCCGCCATCTTGGATTTTTCCAGAARICI@TAGCCcCTTCTACTEATA ATMABGA - - - - TRBT - - - - e

------- IT.GTTIAAIGAGGG - - —ITIATT-AGTTG

:- B8

-------------------------------------------------------------------------------------------------------------- CGGCCGCCATCTTGGATTTT - CCAGAAICINIMTAGCCcCTTCTACTARTA e
TAAAAA - - TTGATTTAAGTGGGTAAAT -ATTATTTGTTCIMTIAAA - AMAAAAAAATTATETGAAACAAAGAACETTTCAGTTAACC- TAAATAAGGTT - -« - - - - - - - CBGCCGCCATCTTGGATTTTTCCAGAARECETGTAGCCCTTCTART - - -BAR- - - - - - - oo
TAAATEGTTTERTTTAAARARGG - - CEGRGE A6 TCBECEG T8AG- -B6- - - - - - - - @A T TEAAACCAAAAAACCT TTCTGT TBACCATAAATAAGTTT - -« - & - s - s ot ot ottt ettt oo AAT - BABTEGGET TG TTE E - - - - - - - - -

TEfccccccecaTcTTGGATTTR- cCficATEMBCBCETAccccTTCTACTA- - - - TEATEATACEA T@FT - - - - - - ---------------- -

------- TTTGGTTTAAAGAGGG- - -ATTATTATTAGTTGET AA——ATAAIATGAGTATTTAAACCAAAAAACCTTTCTGTTAACCATAAATAAGTTT——————————————————————————————————————————————————————————————————————————————————————————————————————————————
TGAAAA - - TIAATTIAAAG --------- IATTITTTITT THAA - .

CofcBGccATCTBGCBTRCTG- - - - oo - -GACGGEAGTGTEE - - - v

CGGCCGCCATCTTGGATTTT - CTCGTA.CICITAGCCCTICTACT N P

CGGCCGCCATCTTGGITICTTCT ----------------------- I—IT ----------------------------------------------

CGGCCGCCATCTTGGA—TTTGGCCGTA.C-TAGCCCTTCTACT-A- - —IAA_T.AIA.AATA- .Tl ................

A

GGCCGCCATCTTGGATTTT-CTCGTA
CGGCCGCCATCTTGGATTTT-CCAGAA
CGGCCGCCATCTTGGITICTGCTCGTA

AGTTTAIA
GGTTIAAA

TAGCCCTTCTACTE- - - _T. .................................

TAGC.TICTACT .................................................

TAGCCCCTCTACT AATAIAA-TIT.AIA-ATAAA.TITIGAGATTA -------

CGGCCGCCATCTTGGA-TTTGGCAGAA TAGCCCTTCTACTIAAT ----------
CGGCCGCCATCTTGGATTTTGCCAGAA TAGCCCTTCTACT-A-T -
CGGCCGCCATCTTGGATTTI—CCAGAA TAGCCCTTCTACTBAATANA
GICCGCCATCTTGGATTTTGCCAGAA TAGCCCTTCTACTHA-T -

TAGCCCTTCTACT = = = = = = = s mm e e o e e m e e oo e et e e e e e e e oo

@r----- TT AGG
T ABc

CGGCCGCCATCTTGGAT-TTGCTCGTA TAGCCCTTCTACTI- - T - - - - m - s o o e e e e e e e e e e e e e e e e e e e e e e e
CGGCCGCCATCTTGGA-TTTGGCCGTA
CGGCCGCCATCTTGGA-TTTGGCCGTA

-------------------------------------------------------------------------------------------------------------- CGJcCGCCATCTTGGA-TTT-CTCGTA TAGCCCCTCTACTH- - -- - - - e
-------------------------------------------------------------------------------------------------------------- CGGCCGCCATCTTGGATTTJGCCAGAA TAGcCcTTCTACT- - - -lA e e e e
-------------------------------------------------------------------------------------------------------------- CGGCCGCCATCTTGGA-TTTGGCAGAA TAGCCCCTCTAT - ABT - {AA e e e e e e e

CGGCCGCCATCTTGGA-TTTGCCAGAA TAGCCCTTCTACTI- - - - - - - - - o oo oo o

CGGCCGCCATCTTGGATTTT-GCCGTA TAGC.TICTACTI- - - -IAA-TIT .................................

CGGCCGCCATCTTIGITICTGCT ------------------------- s P

> O > > > 0O > > > > > > >



End crop Point
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b.bed uf.bed g 1.bed fm 1.bed O O bcin.fa aln.fa_cl.fa_gs.fa ce. After TEtrimmer 2264 bp

size: 2264bp; fragments: 1609; full length: 0 (>=2037.6bp)
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_fasta.b.bed uf.bed g 1.bed fm 1.bed O O bcin.fa_aln.fa cl.fa gs
size: 2721bp; fragments: 1079; full length: 0 (>=2448.9bp)
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divergence to consensus (%)
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TE: rnd_5 family 1431
size: 1400bp; fragments: 1115; full length: 1 (>=1260bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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