Start crop Point End crop Point

1 MSA length = 2174 1

ACTAGAGTCTHIGCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTEBERCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGAACAAAGIGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTHGHEGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA--=-=-=-=----- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTHIGCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCT GCGACIGGCC—TTTCTCACTAGTTGTTCCTTGCTTCTGA —————————— GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTHIGCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTHIGCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCT GCIACCGGCC—TTTCTCACTAGTTGTTCCTTGCTTCTGA —————————— GATCGAGAAGCAAGGAICAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT

TG ACTAGAGTCTHIGCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
—————————————————————————— TRGT------- TAGAGTCT GCGACCGGCC—TTTCTCACTAGTTGTTCCTTGCTTCIGA——————————GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
———————————— ACTAGAGTCT GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA——————————GATCGAGAAGCAAGGAACAAAGIGTAACGGGTCGGTCGCTAGACTCTAGT
——————————————————————————————————————————————————————————————— GACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA----------GATCGAGAAGCAAGGAACAAAGTGTAACGG-TCGGTCGCTAGACTCTAGT
ACTAGAGTCTHIGCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTHIGCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGAACAAAGTGIAACGGGTCGGTCGCTAGACTCTAG
ACTAGAGTCT GCGACCGGCC—TTTCTCACTAGTTGTTCCTTGCTTCIGA —————————— GATCGAGAAGCAAGGAACAAAITGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTEGCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTEGCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTEGCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA-=--=-=-=----- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTHIGCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGAACAAAITGTAACGGGTCGGTCGCTAGACTCTAGT

TGTT---T
GTTAGTTEA

ACTAGAGTCT GCGACCGGCCTITTCTCACTAGTTGTTCCTTGCTTCTGA —————————— GATCGAGAAGIAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTEGCGACCGGCCTTTTHMTCACTAGTTGTTCCTTGCTTCTGA-=--=-=-=----- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTEGCGACCGGCCTTTTHMTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT

ACTAGAGTCTEGCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA-=--=-=-=----- GATCGAGAAGCAAGGABCAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTEGCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA-=--=-=-=----- GATCGAGAAGCAAGGABCAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGABCAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAG-

------------------------------------- TCCTTGCTTCTGA=----------GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCT GCGACCGGCC—TTTCTCACTAGTTGTTCCTTGCTTCTIA ---------- GATIGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTIGCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA ---------- GATCGAGAAGCAAGGAACAAAGTGIAICG-G.GI.IGAITCT - -
-------------------------------------------------------------------------------------------------------------- GATCGAGAAGCAAGGAACAAAGIGTAACGGGTCGGTCG AGACTCTAGT

ACTAGAGTCTEGECGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GATCGAGAAGIAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GATCGAGAAGCAAGGAACAAARTGTAACGGGTCGGTCGCTAGACTCTAGT

GCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA GATCGAGAAGCAAGGAACAAAGHGTAACGGGTCGGTCGCTAGACTCTAGT

GCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA-=-=-=-=-=----- GATCGAGAAGCAAGGAACAAAGHGTAACGGGTCGGTCGCTAGACTCTAGT

ACTAGAGTCTIiCGACCGGCC—TTTCTCACTAGTTGTTCCTTGCTTCTGA ------------------------------------------------------------

- -TT----
TITT——T———

A TTARTIEE T
ACTTTATCTATG - - = = = & o c e e e e a2
-BAA

GCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTHCTGA - - - - - - - - GATCGAGAAGCAAGGAACAAAGHEMTAACGGGTCGGTCGCTAGACTCTAGT|NGEMME - - - - - - - - - - - - - o o oo oo oo oo oo

GCGACCGGCCTTTTCTCACTAGT TGT TCCT TGO T TCT GA - - = - = - 5 & & & m o m ot ot ottt ottt ot f ottt f ot f bttt ottt oo o o b b b b bbb f b bbbl

GCGACCGGCC-TTTCTCACHAGTTGTTCCTTGCTTCTGA- - = - = - = - - - GATCGAGAAGCAAGGAACAAAG - = = = = = = = & & & & o f oo ot ot bt b e e f e oo
------------------------------------------------------------ GATJGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAG

GCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA - - = - === - - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCJAGACTCTAGT

GCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCT TCT GA - = = = = = = = m o s o e m e e et e e e e e e o e e e e e e oo e i e ee e oo o
GCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA - - === --- - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCC-TTTCTCACTAGTTGTTCCTTRCTTCTGA- - - -« -« - - - GATCGAJJAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTT.T-TIGTTGTTCCTTGCTTCTGA ---------- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA - - === --- - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA - - === --- - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCC-TTTCTCACTIGTTGT TCCT TGO T TCTGA - = - - - - - - s x s m s s s s st m ot Lo

GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - - - - - == - - GATCGAGAAGCAAGGAACAAAGIJGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCT TCTGA - = = = = = = = = s o e o e e et e o e o e e e e e e e e f e i e et e ee e e
GCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA - - - - - --- - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - - - -~ - - - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - - - - - == - - GATJJGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGHECCTTTTCTCACTAGTTGTTCCTTGCTTCTGA= - = - = - = - - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - ===~ -- - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - - - - - == - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAMACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - - - - == - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTABMACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - - - - - == - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTABMACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCT TGO T TCT GA - = = = = = = = & o & o o e o e o e o e o et e o et e o e o et et et et e o ot e o et e e et e et e e e e
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTG === == m = mmmmmm = - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - - - - - == - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
---------------------------------------------- CTGA----------GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - = = = = = = = = m m oo o o e o o e o o d e o e e o e oo f e e e e e e e e e e e e e oo -
GCGACCGGCC-TTTCTHACTAGTTGTTCCTTGCTTCTGA- - = - = - = - - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCC--TTCTCACTAGTTGTTCCTTGC T TCT GA - = = = = = = = & o & o o m o e o e o e o et ettt et et et ot ettt o ettt et e et e e o e e e e e e e
GCGACCGGCC-TTTCTCACTAGTTGTTCCTTGCTTCTGA - - === --- - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - ===~ - - - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
-------------------------------------------------------------------------------------------------------------- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA
GCIAC-CTTTTCTCACTAGTTGTTCCTTGCTTCTGA
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - - - - == - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - - - - == - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - ===~ == - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - == -~ == - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTEBGCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - - == - - - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTBGCGACCGGCCTTTTCTCACTAGT TGT TCCT TG T TCTGA - = = = = = = = = = m o o e o e e o e e o e e o e e e e e f e e e e e e e e e e e e e o
ACTAGAGTCTEBGCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - - == - - - - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
ACTAGAGTCTEBGCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - - == - - - - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - ===~ == - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCHCACTAGTTGTTCCTTGCTTCTGA= - = - = - = - - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
GCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA - - - - -~ - - - - GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
-------------------------------------------------------------------------------------------------------------- GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTA-T
---------------------------------------------------------------------- CTTTTCTCACTAGTTGTTCCTTGCTTCTGA----------GATCGAGAAGCAAGGAACAAAGTGTAACGGGTCGGTCGCTAGACTCTAGT
_ACTAGAGTCTIGCGACCGGCCTTTTCTCACTAGTTGTTCCTTGCTTCTGA ---------- GATCGAGAAGCAAGGIACAAAGIGTAACGGGTCGGTCGCTAGACTCT
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1.bed_fm_1.bed 0 0 n.bed g_1.bed fm 2.bed 0 0 bcln.fa_aln.fz After TEtrimmer 2174 bp
size: 2174bp; fragments: 808; full length: 0 (>=1956.6bp)
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bed g 1.bed fm 1.bed 0 0 n.bed g 1l.bed fm 2.bed 0O O bclin.fa
size: 2474bp; fragments: 808; full length: 0 (>=2226.6bp)
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TE: rnd_5 family 14085
size: 2093bp; fragments: 782; full length: 34 (>=1883.7bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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