Start crop Point

!

- TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCAITT
T-GAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTA.AIT-TIT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
---------------------------------------------------- AAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
AATA-T AEBHABE A TTAAGAGTCCATTT
AATAT.A!AEG TTAAGAGTCCATTT
-------------------------------------------------- TTAAGAGTCCATTT
-------------------------------------------------- TTAAGAGTCCATTT
T-AAIAIAG_TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCCATTT
TTAAGAGTCIATTT
TTAAGAGTCCATTT

TTAAGAGTCCATTT
AAGAGTCCATTT
TTAAGAGTCCATTT
-BMTTAAGAGTCCATTT

End crop Point

MSA length = 7149 1
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT = = = = = = & & & & o o o ot o o o ot o o f b ot ot o o b bttt ot b bttt o b bttt o o f e e e e e e e e e e e e oo oo
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === == -~ GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAABCATARAR---TIRT THR- --------B-T@l---------------------

CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === === - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAR- - TRTATEATT

CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - - = = = = = = = - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGcTcTTAAR- ATHTATHC T-TTAGT- - - ------ TT
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - ------- - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAABCATEATTAC TTETEARTAART TETE TR
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - - = = = = = = - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA T-TCAATT - === v--- TTT

CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT

CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - ------- - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCT TATMM- - - - - - - - - - = o s s e e e e e e e e e e e
CGCTACACCGCTCGGTCGGTCTCAGGGGTCGGGT -« -« -« - - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAR- - - - THT - BT Bl
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - = = ==~ - - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAR- - TRTATHACTEREC

CGCTACACCGCTCGGGTCGGTCTCAGGGGTECGGGT = = = = = = == = = = s e e e o o oo e oo o oo o o m o oo m o m e oo o o e oo o o e e oo oo e oo oo o oo e oo e o e o s e e e e e e s e e e e m s e e sm o
CGCTACACCGCTCGGGTCGGTCTCAGGGGTECGGGT = = = = = = == = = = s e e e o o o m e oo o oo o o m o oo oo o m e oo o o e oo o o e oo o oo e oo oo e o e oo e o e o e o e o e e e e o e e e e s me e em o
CGCTACACCGCTCGGGTCGGTCTCAGGGGTECGGGT = = = = = = == = = = s e e e o o o m e o e o oo o o m o o oo o o m e oo o o e oo o o e oo o oo e oo oo o o e o s e e e o e e o e e e e e e e e s e e emm e mm-
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === ===~ GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAS -
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === ===~ GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAHM -
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === === - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAS -
CHICHACACCGCTCGGGTCGGTCTCAGGGGTCGGGT = = = = = = == = = = s e o e o o o m e oo o o oo o o m o o oo o o m e oo o o e oo o o e oo o oo e oo oo o o e o s e o e o e o e e e e e e o e e e e m s e emm e mm-
CEBEACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - - === =-==--- GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA ——TAIATTATT AAA ---
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGET == === ===~ - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAI— —IA— —ITITT TTAITTT
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === ===~ GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACT C T TAA - - - - = = s s o e e o o e e o e e e e e o e e o e e e o e o o e oo e m o - m - - -
CGCTACACCGCTCGGGTCGGTCTCAGGGGTECGGGT = = = = = = == = = = s e e e o o oo e oo o oo o o m o oo m o m e oo o o e oo o o e e oo oo e oo oo o oo e oo e o e o s e e e e e e s e e e e m s e e sm o
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGET === === === - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA ATITATTATT
CGCTACACCGCTCIGGTCGGTCTCAGGGGTCGGGT —————————— GCCGAACGCTTATTTTGCTICTTTTTCGGACTAGTGAAATGGACTCTTAAI!———TAITATT

CGCTACACCGCTCGGGTCGGTCTCAGGGGTECGGGT = = = = = = == = = = s e e e o o o m e e o o oo o o m o oo oo o m e oo o o e oo o o e oo o oo s oo oo m o e oo e o e o e o e s e e e e s e e e m e me e mm o
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT == === ===~ - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === ===~ GCCGAACGCTTATTTTGCTACTTTTTCIGACTAGTGAAATGGACTCTTAA
CGCTACACCGCTCGGGTCGGTCTCAGGGGTECGGGT = = = = = = == = = = s e e e o o o m e o e o oo o o m o oo o o m e oo o o e oo o o e oo o oo e oo oo e o e o s e o e e e e o e e e e o e e e s me e mme s m-
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === === - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT == === ===~ - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === === - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAE--TAT--TATEENS - - - - TINEA AR/ B B - - - ----------------
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === ===~ GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAE----TA-TETTHET THE - - A NGE AR B - - - - - - TTAARTT TT
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === ===~ GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAS - —TATAT—!IT TTTTAATIAALA!IT
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === === - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA ————TITTATT ———————————————————
CGCTACACCGCTCGGGTCGGTCTCAGGGGTECGGGT = = = = = = == = = = s e e e o o o m e e o o oo o o m o oo oo o m e oo o o e oo o o e oo o oo s oo oo m o e oo e o e o e o e s e e e e s e e e m e me e mm o
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === ===~ GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAITA— -T----TT —TTIAATTAA.AA.TTT
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT = =-=-=-=-=-----GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAR--------ATTETTHl- -BEAAARA AN TN - - - ----------------

TTTTAATTAA TAA-CI
------ BRAARTTA-----

CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT
CGCTACACCGCTCIGGTCGGTCTCAGGGGTCGGGT —————————— GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGET === === === - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA

CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT == --=- - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCT[|A

CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT ===~~~ - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA

CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT = = = = = = = = = = = = = = = m @ m @ e m e @ e @ e @ e @ e @ e m e @ e @ e @ e @ e m e @ e m e m e e e e e e e e e e e e e e e e e e e e e e e e
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT ==~~~ - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAR- -[Ja-AffTAT

CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT == ===~ - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAN- - - - - -

CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT == --=- - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAM- —IETATTACT ------ AABTAA--TTE
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - == = = = = = - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAG- - TETRTT@T TG T THARTTAAANANCTAT- - - - - - ---- - -
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - == = = = = = - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA TATATATI!CT -------------------
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - == = = = = = - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAR- ------TARTEETTR- -BEAA ABAETHEN- - - - - - TTAAGTEEET - - -
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - == = = = = = - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAR- - --------------- BB---- -« - oo
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === -= - - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAN- —IATAT—ATT-TIA— - —AAAIAIT-TT -----------------
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT = = = = = = = = = = = = o @ o o e oo e e f o f e f e d e d e o e e e e e e e oo o s - —TAT-AT ---------------------------------------
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - == = = = = = - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAM- -TA- - TTARTHENT TRA TG 2 0
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - == = = = = = - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAR- -[JaT- - -ATT TH - TEA 2 5
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - == = = = = = - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAM- - - - - - - - AT TCHAT-WGAABAETEM- - ------------------
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT == == - - - - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAABTA - —TITTATT TTEATIRRG T.TIATIAAITA-TTI
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT = = = = = = = = = = = = = m m o m @ m @ e m e @ e @ e @ e @ m @ e m e @ e @ e o e @ e m e @ e m e n e e e e e e e e e e e e e e e e e e e e e e e
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT = = = = = = = = = = = = = = mm m m o m @ e @ e o e @ e @ e @ e @ e m e @ m @ e o e @ e m e e e m e e e e e e e e e e e e e e e e e e e e e e e e e e e
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT = = = = = = = = = = = = = = mm m @ m @ e m e o e @ e @ e @ e @ e m e @ e @ e @ e @ e e e e e m e n e e e e e e e e e e e e e e e e e e e e e e e e e a o
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT = = = = = = = = = = = = = = m @ m @ e @ e @ e @ e @ e @ e e e e e @ e @ e o e m e m e @ e m e m e e e e e e e e e e e e e e e e e e e e e e e e o
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT ==~ -=- - - - GCCGAACGCTTATTTTGCJACTTTTTCGGACTAGTGAAATGGACTCTTAAR- -TA- - - - - - - - - --
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === - - --- - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA TAIATAT—-TT
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT ==~ -= - - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAR- - - - - - Tom e e e e e - -
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT = = = = = = = = = = = = == m o m @ m @ e @ e m e @ e @ e @ e @ e m e @ e @ e @ e @ e e e @ e m e e e e e e e e e e e e e e e e e e e e e e e e e e e
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT ==~ ==~ - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAARTATAT -TTATT------ TEAAA C
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === -= - - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAARTEBTATATTAC TTHATEEAAABARBC
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT ===~~~ - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA TL—TATTAT’TCI—T AAGEABT
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - == = == = = - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAR- - - - - - - - o e o e e e e e e e e e e e e e e e e e e e e e o s
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT ===~~~ - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAABCATAT - —TACT-TIAC.G-A— - -------------------
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT = = = = = = = = = = = = = = m o m @ m @ m m e @ e @ e @ e @ e @ e m e @ e @ e @ e m e m e @ e m e e e e e e e e e e e e e e e e e e e e e e e e e e e o
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - == = == = = - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAM- - TATATTAT CEACHA CTAA- - - o oo m e
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - == = == = = - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAI— - —AIAT—ATTITCI—TIAGAE— e
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - == = == = = - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA- - - - - - - - 0
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT ===~~~ - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAN- - TATAT-ATT -TT
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT ==~~~ - - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAR- - - - - - - TATT TTT--TTABETAABMTTT
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT == ===~ - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAR- - TI|TAl]- ABT -TTTAJT TAARTAA
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT ==~ ==~ - - - GCCGAACGCTTATTTTGCTACTTTTTCJGACTAGTGAAATGGACTCTTAAR- - TATAT -ATT TTTTAATTAARTA TT
CGCTACACCGCTCGGGTCC/TCTCAGGGGTCGGET - - - - - - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAM- - - - - - ------mnmm--
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT = = = = = = = = = = = = = = = m m o m @ e @ e @ e @ e @ e @ e @ e @ e @ e @ e @ e m e e e @ e m e m e e e e e e e e e e e e e e e e e e e e e e e e e o
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT == ===~ - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAN- -BA-ATTACT

CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === -= - - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAR- - - - - - - 8T

CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - ===~~~ - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAN- -BAT -JTAC

CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT - ===~~~ - - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAANTARABATTICT

CGCTACACCGCTCGGGTCGOGTCTCAGGGGTCGGGT - - = = = = = = = = - = c o oo o c e oo oo oo e oo m oo e oo o oo e oo o oo e oo o oo e oo oo oo e oo oo e s e oo o m e s e oo e s e o e e e e e s e e e
CGCTACACCGCTCGGGTCGOGTCTCAGGGGTCGGGT - - = = = = = = = = - = c o oo o c e oo oo oo e oo m oo e oo o oo e oo o oo e oo o oo e oo oo oo e oo oo e s e oo o m e s e oo e s e o e e e e e s e e e
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT == === ===~ - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === ===~ GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === ===~ GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA
CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === === - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA
CGCTACACCGCTCGGGTCGGTITCAGGGGTCGGGT ——————————————————————————————————————————————————————————————————————————————————————————————————————————————

CGCTACACCGCTCGGGTCGGTCTCAGGGGTCGGGT === === - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAARTE- - - - - - - - - - - .. TIT——T Arrl@TEARG - - -
CGCTICACCGCICG.TCGG TCAGGGGTCGGGT - -=--=== - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAAN- -B- -AT-ATT TTTCIAT AABAT TCT
CGCTACACCGCTCGGGTCGGMCTCAGGGGTCGGGT - === === - - GCCGAACGCTTATTTTGCTACTTTTTCGGACTAGTGAAATGGACTCTTAA ——TAT—TTITT -------------------

CGCTACACCGCTCGGGTCGGTCTCAGGGGTC GGG T = = = = = = = = = = = = = = = o & & @ e & m f e @ o e f e o ot e m o e m e o f ottt o e m e o ff e et et e e n e e e e e e e e e e e e eeaaoo
CGCTACACCGCTCGGGTCGGTCTCAGGGGTC GGG T = = = = = = = = = = = & = m = o & m @ e & m ot e @ f o f et ot e ot e m e o f ottt o e m e o m f e ot et e e e e e e e e e e e e e e e e eaaaoo-
CGCTACACCGCTCGGGTCGGTCTCAGGGGTC GGG T = = = = = = = = = = = = = m = o @@ o @ e & m ot e @ m e m e oot e o o e m e o f ottt e e m e o fm e m ot et e e e e e e e e e e e e e e e eaaoaaoo-
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.b.bed _uf.bed g 1l.bed fm _1.bed O O bcIn.fa aln.fa _cl.fa_gs.fa ce After TEtrimmer 7149 b P

size: 7149bp; fragments: 267931; full length: 0 (>=6434.1bp)
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O.fasta.b.bed uf.bed g 1.bed fm_ 1.bed 0 O bcIn.fa_aln.fa_cl.fa_gs¢
size: 7451bp; fragments: 260676; full length: 0 (>=6705.9bp)
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TE: mnd_5_family 13289 Before TEtrimmer 1140 bp
size: 1140bp; fragments: 16915; full length: 89 (>=1026bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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1sensus before TEtrimmer (bp)
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