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ABTTRTT- - TTTA GGTTTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCAGCTGAGAATGTTTGCTTCGTTGGAGGTTTTTTTTTTTTTTTTTTTTTA
GETTTTTAJAAARAABA A AT T7A GGTTTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCAGCTGAGAATGTTTGCTTCGTTGGAGGTTTTTTTTTTGT---TTTTTTA
GATT TTA- -BAAAABAAAA- -TTTA GGTTTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCEGCTGAGAATGTTTGlTTCGTTGGAGGTTTTTTTTH- - -TTTTTTTTA

AITT TIAAA AIAA AAIAGITTA
AATTTTTAAAAAAAAAAAAAAGATTAA

GGTTTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCAGCTGAGAATGTTTGCTTCGTTGGAGGTTTTTTTTTTTGT--TTTTTTA
GGTTTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCAGCTGAGAATGTTTGCTTCGTTGGAIGTTTTTTTTTTTTTTTTTTTT -A
GGTTTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCAGCTGAGAATGTTTGCTTCGTTGGAGGTTTTTTTTTTTT-TTTTTTTTA
GGTTTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCAGCTGAGAATGTTTGCTTCGTTGGAGGTTTTTTTTTTTTITTTTTTTTA
GGTTTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCAGCTGAGAATGTTTGCTTCGTTGGAGGTTTTTTTTTT--TTTTTTTT-A

AATTT = m s mmmmmmmmmmmmm e e e e GGTTTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCAGCTGAGAATGTTTGCTTCGTTGGAGTTT T TTTTTTTTITITITTITTA
---------- AAAAAAAAAAA - - TTAT GGETTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCAGCTGAGAATGTTTGCTTCGTTGGAGGTTTTTTTTTTTGTTTTTTTTTA
AABTEET - - - GGTTTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCAGCTGAGAATGTTTGCTTCGTTGGAGGTTTTTTTTTTTG-TTTTTTTTA
GATTTTTAR- - - AAAARABGARTAT GGTTTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCAGCTGAGAATGTTTGCTTCGTTGGAGGTTTTTTTTTTGT-TTTTTTTTA
----------------------- TTAA e GGTTTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCAGCTGAGAATGTTTGCTTCGTTGGAGTTTTTTTTTTGT--TTTTTTTA
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-------------------------------------------------------------------------------------------------------------- AAAAAGGTTTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCAGCTGAGAATGTTTGCTTCGTTGGAGGTTTTTTTTTTTT-TTTTTTTTA
-------------------------------------------------------------------------------------------------------------- AAAAAIGGTTTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCAGCTGAGAATGTTTGCTTCGTTGGAGGTTTTTTTTTTTT-TTTTTTTTA
-------------------------------------------------------------------------------------------------------------- AAAABIIGGTTTTTCTACATGTTAATAAATAGATAATTATTAGTGTTTTATCAGCTGAGAATGTTTGCTTCGTTGGAGGTTTTTTTTTRTTTTTTTITTTTA
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After TEtrimmer ORF and PFAM domain plot
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