Start crop Point End crop Point

1 MSA length = 438
- -AAA - - T TBAGABECEAATCEATCRABAATTGAATT - - - - - TRATBABE - - - - - - - - - - - - CAGCAGAACAAAAGAAAGGACAATCCTGTAAARTACARJACGGATGGTCARTTTA
-------------------------------------------------------------------------------------------------------------- CAGCAGAACAAAAGAAARIGACAATCCTGTAAATACAGGACIATGGjcACCTA
-------------------------------------------------------------------------------------------------------------- CAGCAGAACAAAAG- - - - - - -AATBCTGTAAAATABAGGACG- - - - - - - -GTT[BA

-------------------------------------------------------------------------------------------------------------- CAGCAGATCAAAAGAAAGGACAATCCTGTAAAATARAGGAJAATGGTCAGCTTA
AAAAC Ammmmmmmm e e e e e s B o e o e e e e e e e e e oo CAGCIGAACAAAAGAAAGGACAATCCTITAAAATAC GGACGGAT.TCACCTTA
ABAGTT H A—TTAAATTTTTAATIA GIAATACAGGACATATCIACATTTTTCAAAATTTA ---------- CAGCAGATCAIAAGAAAGGACAATCCTGTAAAITACAGGACIAATGGTCAGTTT
TATT GAITAAA TG CIATATTTTTTGTGAGCAATACAGGACATATCGACATTTTTCAAAATTTA ---------- IAGCAIATCAAAIGAAA Gmmmmmm e e e e e e - I
------------------------------------------- TG CCATATTTTTIGTGAGCAATACAGGAIATITCGACATTTTTCAAAATTTA— -~ - - ------CAGCAGATCAAAAGAAA GACAATCCTGTAAAATACAGGACGGATGGTCAGCTT-
CAGCAGATCAAAAAAARGA
CAGCAGAAIAA.!IA G AIAA- ------------------------ GITTA
CAGCABATCAAAAGAAAGGACAATCCTGTAAAATACAGGACGAARGGTCAGCT TARTETAAGEEAR- - - TETEECT TARTE- - - - - - - - - oo - -
----------------------- -AI—ATTAAAT-— - —.A TG CIAIATTTTTTGTGIGCAATACAGGICATATCGACATT TT AAATTTI— S e-------CA A.A.— e e e e e —ICTT THAAAAA A
AABB TG CCATATTTTTTGTGAGCAATICAGGACATATTIAC TTTC AAATITA ---------- CAGCAG TCAAAAGAAIGGACAATCI—GTAAAATACAGGACGAAIGGTCAGCTTA TRAAAAAGBT
--------------------------------------------------------------------------------- CAGCAGATCAAAAGAAAGGACAARCCTIRTABAATACARBACHAATGGTIAG - - - - - - - - - o e
--------------------------------------------------------------------------------------------------------------- AGCAGAACAAAAGAAAGGAIAA!ICTGTAAAATAIA&A‘AATIG‘GITIA
TGRCCATATTTTITGTGAGCAATACAGGACATATCGACATTTTTCAAATTTA- - - - - - - - - - CAGJAGATCAAAAGAAAGGACAATCCTGTAAAATACAGGACGAATGGTCAGCTTA
TG CCATATTTTTTGTGAGCAAIACAGGACATATCGACITTTTTCAAAATTTA ------------------------ .AGGAIAATICTGTAAAATACAGGACGAATGGTC - —TIT
TAGCAGBACAAAAGAAAGGACAATIICTGTAAAATACAGGACGGATGGTCAC - = = = - = - - - o s o e s o n oo oo oo
CAGCAI!ACAAAAGAAAGGA AATCCTiIAAAATICAGGACGAATGGTIAGCTTA-A
CAGCAGA CAAAA.A A-T TAA - = & = o e e e e e e e e e e e e e e e e e e e e e e e e e e e oo e oo
CAGCAGA!IAAAAGAAA GBCAATCCTGTAAAATACHIGGACGGATGGTJACCTTA

CAGIAGATCAAAAGAAAG ACAATCCT——AIAITACAGGACGAATGGTCAGCTTA
CAGCAGATCAAAAGAAAGGACAAICCTGTAAAATAIA.ACGAAIGG.ACCTTA
WAGCAGATCAAAAJAAAGGACAATCCTGTAAAATACAGGACGAATGGTCAGCTTA
CAGCAGATCAAAAGAAAGGACAATCCTGIJAAAATACAGGACJAATGGTCAGCTTA
CAGCAGATCAAAGAAAGGACAATCCTGTAAAATACAGGACGAATGGTCAGTTTA
CAGCAGATCAAAAGAAAGGA AATCITITAAAATACIGGACGAAT Grmmmmmmmm e e e
CAGCAGATCAAAAIAAAGGAC AllccTGTA AATICAGGAIGGAT!ITCACCTTA
CAGIAGAACAAAAGAIAGIAC ATBCTGTHRAAATACBGGACGGATGGTCACCTTA
CAGCAGATCAAAAGAAAGGACAA CCTITAAAA—ACA ACGAAIGGTCAGTIT
CAGCAGIAC————IAAAGGAIAATCCTGTAAAATAIAGGACIGATGGTCACCTTA
CCATATTTTTTGTGAGAATACAGGACATATCGACATTTTTCAAAATTRA- - -------- GAGCAGATCAAAAGAAAGGACAAT CCGTAAAATACAGGACGAATGGTCAG - = = = - = - - - o s o e s ot ot oo i
------------------------------------------------------------ CAGCAGIA AAAAGAAAGIACAATCCTGTAAAATACAIGA.GATGGTCACCTTA -THTRAAAAART
CCATATTTTTTGTGAGCAATACAGGACATATCGACATTTTIRBAAAARTHRA - - -------- CAGCAGATAAAAGAAAGGABAATCCTGTAAAATACAGGACGAATGGTCAGCTTA T TART A
CCATATTTHTGTGAGCAATACAGGACATATCGACATTTTTCAAAATTTA- - - - - - - - - - CAGCAGATCAAAAGAAAGEBACAATCCTGTAAAATAIAGGACGAATGGTCAGT TTAGEATAAABRTAT - - - - - - ACAAMTCRTE- - - - - - - - -

.......... AATT A GATTAIATT.TGGTAA
.AIAA-T AAAT ABBATTAAA - - - - - - - AAA

TG
G
TG
G

-------------------------------------------------------------------------------------------------------------- CAICAGAACAAAAGAAAGGACAATCCTGTAAAITA—AIGACGGATGGTCEICTT e
-------------------------------------------------------------------------------------------------------------- CAGCAJJAACAAAAGAAAGGACAATCCTGTAAAATA- - - - - - - AATGGTCBCCTTA -T
------------------------------------------ AAABBIIGECCATATTTTTTGTJAACAATACAGGACATATGACATTTTTRAAAA - - - - - - - - - - - - - -CAGCAGATCAAAAGAJJAGGACAATCCTGTAAAATACAGGACGGATGGTCACCTTA e

ATAATTTCRAT ACR AR AGTT Al- - -TAAATTTTTAATEA- - - - - - oo ABAATACAGGACATATTHABAT T TTTCAAAATTTA- - - - - - - - - - caGcCcAGHTcBaaacanaGGACAATCCTGTAAAATACAGACGAATGGTCAGCHTA TAlRTHR-T
IAIAA.CIAIAIAIAGTT.AI— - —TAAATTTTTAATI -------------------- IAATACAGGACATATT AIATTTTTCAAAATTTA ---------- CAGCAGHTC AAAGAAAGGACAATCCTGTAAAATACAIGACGAATGGTCAGCITA TAITI—T
-------------------------------------------------------------------------------------------------------------- CAGCAGATEBAAAAGAABGGACAATICTGTAAAATICAGGACGAATGGTCAGCTTA CA---ATET

_____________ ANA e e e e e e e e e e e e e e e e e e e e e e e e e e e e e o -
G--Ba TTTGATARME - - - - - - - - = = - = & m s f m e f ot e e e e e e e e e e e e e e e e e e iea e
- - -THAATTTTAAATHA
AATAAARTTTAAG]AA

AGIAGATCAAAAGAAAGGACAATCCTGTAAAATACAGGACGAATIGTCAG -------------------------------------------------

C GCAGATCAAIAGAAAG.CAAICCTITAAAATACAGGACGAAT GTCAGCTTA AABREA - - - - - - - .A TATRTE-TRT AAIAA T A
AAA TARTH- TEBTEBAAATART

------------------------------------------------------------ CHGCARTCAAAAGEBAA - - - - AATCCTGTAAAATACAGGACGAATGGTCAGTTTA ABAACTAT - - -
ATCAAAAGEBAAGGACAATCITGTAAAATACAGGACGAATGGTIIA - - - - - - - - - - o m o e

ATCAAAAGAAAIGACAATC TGIAAAATACAGGA.AATIGTCACTTIA-A.AIAAC - - T.A

ATCAAAAGAAAGGACAATC TGT—AAATICAGGACGAATGGTIAG —————————————————— TAT - - -
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.b.bed _uf.bed g 1l.bed fm _1.bed O O bcIn.fa aln.fa _cl.fa_gs.fa ce After TEtrimmer 438 bp

size: 438bp; fragments: 42; full length: 2 (>=394.2bp)
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3.fasta.b.bed uf.bed g 1.bed fm_ 1.bed 0 O bcIn.fa_aln.fa_cl.fa_gs¢
size: 775bp; fragments: 66; full length: 0 (>=697.5bp)
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TE: a5, family. 12273 Before TEtrimmer 387 bp

size: 387bp; fragments: 73; full length: 1 (>=348.3bp)
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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