Start crop Point End crop Point

1 MSA length = 622 1

-------------------------------------------------------------------------------------------------------------- lrrTclrecTccTAAACfTGC
-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTJCTAAACCTGC
-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTCCTAAACCTGC

------------------ R AR AN i T cTACElTAATGAAATGCGRTGAGGTTTAGGACHARAAATAAAAARTTTI T TTIAAA - - - - - - - - - -ATTT[iTIGTCCTAAACCTGC
-------------------------------------------------------------------------------------------------------------- ATTTCHTGTCCTAAACCTGC
-------------------------------------------------------------------------------------------------------------- ATTTHBMTRGTCCTAAACCTGC
-------------------------------------------------------------------------------------------------------------- AT TCRTGGTCCTAAACCTGC
-------------------------------------------------------------------------------------------------------------- ATTTCETGGTCCTAAACCT|C

-------------------------------------------------------------------------------------------------------------- ATTClTGGTCCTAAACCTGC
-------------------------------------------------------------------------------------------------------------- AffTTcCcTGGTC§TAAACCTGC

-------------------------------------------------------------------------------------------------------------- ATTTCljTcGTccTAaCCTGC
-------------------------------------------------------------------------------------------------------------- AITT CTGGTCCTAAACCTGC
A

A

ACGCCATTTCAT-A TA------- AA T-

AACGCCATT---TATATAMTATA- - - - - AATETA---CG- - - - - - - - o el
AACGTCATTTCAIA.TAA TAILAqT G TT"G.AITITI ....................
AJJcGTCATTTCATATATAACATAGACGCAATITEIACARTT A TCTTT - - - oo
AACGTIIA T T T CA - & o o o o o o o o e
AACGT ATTTCATATAT. ...........................................................
AACI T CAT TTCA - - - o e e e
AACGTCATTTCITAIATIATIT
AACGTCATTTCAT
AAIG
AACG

TAAAAC TT AM- A TGGARAAATTT AWRTT
TAAAAC TT AM- A TGGARAAATTT AWRTT

TRCCTGGTCCTAAACCTGC
LI - 1N ATTTCClGGTCCTAAACCTGC
L] - 13 ATTTCCGGTCCTAAACCTGC
TGTETIE- - ATGAAATGEGTTGAGGTTTAGGACCATAAATBAAAA - - - - - - - - AAAAAG- - - - - - - - - ATTTCIGGTCCTAAAICTGC
-------------------------------------------------------------------------------------------------------------- ATETClTcTccTABACCTC
-------------------------------------------------------------------------------------------------------------- ATTTClTGGTCCTAAACCTGC

TATAACATAGECGC
TATAACATAGECGC
AACGTCATTTCATATATAACATAGACGC

AACGCCATTTCAT - - - - - - om oo - - - oo - - o - o - - - rAT-ATTIT.TCA.ATI-IA.TTIT_I
T-

AACGTCATTTCATATAIAACATAIA

7T THG TTECHEE T TARAATH-----------
T TR TG TTEGCEE T TAMAATE- - - - - - - - - - -

ABAG- - - - ATGBAATGCGTTGAGGT TTAGGACCAGAAATA <=« -c o wmemm oo ATTTCCTGGTCCTAAACCTGCHAACGCCATIIMcATATATACATAGACGCAATIT ARMMA CART T - - - - - - - - oo oo oo oo oot
-------------------------------------------------- ATGBAATGCGTTGAGGTTTAGGACCAGAAATAAAAATTTTATTTAAAAAA----------ATTTCCTGGTCCTAAACCTGCHAACGCCATIMMCATATATARCATAGACGC TTHlAAT - - - - - - - - - - - -
-------------------------------------------------------------------------------------------------------------- ATETClTlcTccTABAccTlic e TCAGTATH-TARG T 7T T -
-------------------------------------------------------------------------------------------------------------- aTTljccTGejccTAaAAccTGC e ACAREA TEAREMA T THT
-------------------------------------------------------------------------------------------------------------- ATRTRCTlcTccT@llaccllcc
-------------------------------------------------- ATGEJA TGCGTTGAGGTTTAGGACCAGAAATAAAAATTTTATTAAAAAA - - - - - - - - - -ATTTCCTGGTCCTAAACCTGC

-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTCCTAAACCTGC
-------------------------------------------------------------------------------------------------------------- ATTTRcTGGTcCcT@AAlcTGC
-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTCCTAAACCTG

-------------------------------------------------------------------------------------------------------------- ATTTCCTGTCcCTAAACCTGCEAARIGTCATTTI@TATATAACHA- - - - - - T - - - - oo
-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTCCTAAACCTGC AA!ITCATTTCATATATAACATAGACGC AAT —TITIAT-AIT-TTAIAITI— e
-------------------------------------------------------------------------------------------------------------- ATTTRCTGGTCCTAAACCTGIM@AACGCCATTTCAT|TATJACATAGACGCAAT e e e e
-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTJCTAAACCTGC TTTCATATATAACATAGACGCEBAAT TRECEBC TRRT AT T

-------------------------------------------------------------------------------------------------------------- ATTTClTGGTCCTAAACCTGC
-------------------------------------------------------------------------------------------------------------- ABTTERTGGTCCTAABRCTGC
TAAAAGETE TCTEG B T T T AFAFAAA- - - - - - e A o s m e e e e e e e e e e e e e e e atTTCCTlG AAACCTGCIAACGCATTTER

-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTClTHAACCTGC AACGTCATTTCATA.AACAAA— S

AACGCC
ARGC ATTICAT
AA GCCAITTCAT

-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTCHMTMAACCTGCEAACGTCATTTCATAMGEAACAAA - - - - -
-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTCCTAAACCTGC- - - -[MCATTTCATATATAACAT - - - - - -
-------------------------------------------------------------------------------------------------------------- ATTTCCTGGEICTAAAICTGC AA#CATTTCATATATIATIAI— S
TETE~ ABER T ATAT - - - - - - R BN AN A A TET----ATGAAATGCGTTGAGGTTTAGGACCAGAAATAAAAATTTTATTTAAAAAA- - - - - - - - - - ATTTRCTGGECCTAAACCTGCBAACGTCAT TTCARATAT A - - -« o c e m e m
-------------------------------------------------------------------------------------------------------------- ATTTCCTRGTCCTAAACITGCEAACGCCATTTCATITATIBCAAGA - - -[iA
-------------------------------------------------------------------------------------------------------------- AflfTRccTeeTccTAAACCTGE T!IAIA— - -

-------------------------------- B il cTACEBlTAATGAlATGCGTTGAGGTTTAGACCAGAAATAAAAARTTTIlT TRAAAAA- - - - - - - - - -ATTTCCTGGTCCEAAMCTGCBAACGTCATT - ATRTARAAC- - - - - - - -
-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTCCTAAACCTGCEBAACGCCATTTCA - = = = = = = = & = m s o s o s m e o e m e m e f e e ettt o et e e e oo oo oo momomom oo
-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTCCTAAACCTGCEBAACGCCATTTCA - = = = = = & = & = s s o e o s m e o e f e e e e e e ot ettt et ot e oo oo i oo oo oo oo oo s
Brara GG - B R A TR TEEE AR Tl TGTAT- - - -ATGAAATGCGTTGAGGETTAGGACCAGAAATAAAAATTTTATTTAAAAAA - - - - - - - - - - TTCCTGGTCCTAAACCTCEAARIGTCATTTCATATATABCATAGACG - [MAATITAREACART T Tl THEE " THCEE B~ ~BEil- BB B IR
------------------------------------------ AJA T T - ATGAAATGCGTTGAGGTTTAGGACCAGAAARJAAAAATTTTATTTAAAAAA- - - - - - - - - -ITTTCGTCRTAAACHT e e - LYl (< A < ) e e
-------------------------------------------------- ATGAAATGCGTTIRAGGTTTAGGECHACBARTAAAAATTTTATTTAAAAAA - - - - - - - - - - ARTTRC TG TCCTAAACHTICIAACGCCATTTCATIBN- - - - - --------------------- - -RTRATREEACTHETE- - - \BAG THATTH~ "GE AR

ITATAT————ITGAAATGCGTTGAGGTTTAGGICCAGAAATAAAAATTTTATTTAAAAAA —————————— ATTTCCTGGTCCTAAACCTGCEBAACGTCATTTCATARATAAEBEA - - - - - -
CCTAAACCTGCHAACGCCATTTCATHETATAAC TAIACGC AAT

-------------------------------------------------- ATGAAATGCGTTGAIGTTTAGGACIAGAARTAAAAATTTTARTTAAAAAA - - - - - - - - - - AfIT]cC TG
-------------------------------------------------------------------------------------------------------------- AfTTCCTGicCAAACCTGCEAACGCCATTTIATATT-CA- - - - - - -
----- A TT AT T TANA A AT——————————————————————————————————————————————————————————————————————————TCIT GTCHBAAACCTGC - = = = o o o o o o o o e o e e e e e e e e e e e e e e e e e e e e e e e eiloa oo
IAAAAA TT -1 A AIAATIT-A AT.TGTAT— - - —ATIAAATGCGTTGAGGITTAGGACCAGAAATAAAAATITTATTTAAAAAA ---------- .TTCCTGGTCCTAAACCTIC AAIGTCATTTCATATATAICATIGA— - -

céa TT AIA AGEATABAGTET

CBAT ATTTTATATABAATGACGAGATET T
-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTHRCTAAACHTG
-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTHCTAAANC
-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTrTAAACCTGC

C

-------------------------------------------- AC- - TABTGAAATGCGT ARG TTTAGGACCAAAARRAAARTTTTATTTAAAAAA - - -« -« -« -« - - - - - - - [IGJiIclTlAACCTGClAACGCCA - TTR AT TATAACATAGACGCHAAT
-------------------------------------------------------------------------------------------------------------- ABTTCCTGGTCCBAAACCE- -GAACICCATTTCA-AT-------------BBA

TGCRAACGCCETTcATAATAATA AAR- - - e
-------------------------------------------------------------------------------------------------------------- ATTTCCTRGTICTAAACCTGCEAACGCCATTTCATTTAACA 0
-------------------------------------------------------------------------------------- TTTTATTT -AAAAA- - - -------ATTTCTGGTJCTAAACCTG
-------------------------------------------------- ATGAAATGCITTGAGGTTTAGGACCAGAABBAAAAATTTTATTJAAAAAA - - - - - - - - - -ATTTCCTGGTCCTAACCTGC

>
>

-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTCCTAAACCTGCBAACGCIATTTCA -« c v mmmm e o
-------------------------------------------------------------------------------------------------------------- ATTTCCTGlTCCTAAACCTGCEAJCGCCATTTCATATA-AACATAGACGCHAAT
-------------------------------------------------------------------------------------------------------------- ATTTCCTGRTCCTAAACCTGCEAACGTCATTTIATITITEBACAAR- - - - -

----- AT T TR AR T TR T ABA- - ABAT e ABRTCCTGGTCCBAAACC - GCRAAN
-------------------------------------------------------------------------------------------------------------- ATTTCTGGTCCTAAACCTGC
-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTCCTAAACCIJGCBAACGCCATTTCATATATAACATAGACGCHAAT

AACGCCAITTCATITITIATI ___________________________________________________

AACGCCATTTCATATATAATBAAGECGCHAABCHCHRAAT BG WA TH-------------- -

AACGCCATTTCATATAIAITATI ----- AGA ARAA
AAT H
AGAARAA
E:CCATTTCATA.TAACATAGAIG— AAT

ATT

AIT

ATT

T
T

ACT TI—AT

-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTCCTAAACCTGC
-------------------------------------------------------------------------------------------------------------- ABTTCCTRGTCETAAACCTG-
-------------------------------------------------------------------------------------------------------------- ATTTCCTGGTCCTAAACCTGC
-------------------------------------------------------------------------------------------------------------- ATTTRCTGGTICTAAACCTGC

A
MBI G T AT T T CAT - - - - - e - e o e et e e el
AAC TCATTTCATIEATIAT

AACGCCATTTCATARATAAC




End crop Point
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b.bed uf.bed g 2.bed fm 1.bed O O bcin.fa_aln.fa_cl.fa_gs.fa ce. After TEtrimmer 622 bp

size: 622bp; fragments: 367; full length: 0 (>=559.8bp)
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 fasta.b.bed uf.bed g 2.bed fm_ 1.bed 0 O bcin.fa_aln.fa cl.fa gs
size: 1095bp; fragments: 320; full length: 0 (>=985.5bp)
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divergence to consensus (%)
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TE: rnd_5 family 1182

size: 392bp; fragments: 599; full length: 25 (>=352.8bp)
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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