Start crop Point End crop Point

1 MSA length = 2014
A CGCACAGAGGTCATTTTAAATTTTATAGEAATTAATAAATGAAG - AARICAATRITTTTAAA- - - - - - - - - - TTTTTATATTGCATTATTACCGCCAATTTATTTAAATGACCTCTGTGCTGCTATGGGCACCTTCTAATRAAABTEINATTATGATCAATATGCGGTGTTAC
A CGCACAGAGGTCATTTTAAATTTTATAGIAATTAATAAATGAAG—AAICAATITTTTAAA ---------- TTTTTATATTGCATTATTACCGCCAATTTATTTAAATGACCTCTGTGCTGCTATGGGCACCTTCTAATRAAABTEINATTATGATCAATATGCGGTGTTAC
A GCACAGTGGTIATTTTAAATTTTATAGGAATTAATAAATGAAGAAACCAATCTTCTAAA ---------- CTTTTATATTGCATTATTACCGCCAATTTATTTIAATGACITCTGTGCTGCTACGAGCACCGTCTA—— GARMAMBATTTTGAGCGATATGCGATGTTAC
A CGCACAGAGGTCATTTTAAATTTTATAGGAATTAATAAATGAAGAAAICAACCTTCTAAA ---------- TTTTTATATTGCATTATTACCGCCAATTTATTTAAATGACCTCTGTGGT G = = = = - - - - s e o e e s o oo oo
A CiIACAGAGATCATTTTAAATTTTATAGGAATTAAI—AATGAAGAAACCAACCTTCTIAA --------------------------------------------------------------------------------------------------------------
A THRAC GTIG—CATTTTAAATTTTATAGGAATTAATAAATGAAGAAACCAATCTTCTAAA ---------- TTTTTATATTGCATTATTACCGCCAATTTATTTAAATGACCTCTGTGCT G = = = = - - - - s - e e o o e e o oo oo oo oo
A CTCAC GAGGTCATTTTAAITTTTATAGGAATTAATAAATGAAGAAACCAACCTTCTAAA ------------------------ TATTACCGCCAATTTATTTAAATGACCTCTGTG- - - - - CTGGGTACCTTCCGATIAAAIA.ATITTIATTAGTCTAAAGTGTTAC
A TTCANA AGAICITTTTAAATITTATAGGAATTAATAAATGAAGAAAC——ATCTTCTAAA ------------------------------------------------------------ O e I T TR

--------------------------------------------------------------- TATAGGAATTAATAAATGAAGAAARCAACC T TCTAAA - - - - o o o L i i i i e ettt e it ottt e o ettt o o oo e o oo e e e e oo
------------ ATTTTAAATTTTATAGGABTTAATAAATGAAG - AACHIAAT CTTCTAAA - - < - - o x s m e m oo CTe e e e e oo - - - FAATGATEA T TTTHATCAACAAGCGGTGT - - -
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b.bed uf.bed g 2.bed fm 1.bed O O bcin.fa_aln.fa_cl.fa_gs.fa ce.

divergence to consensus (%)

size: 2014bp; fragments: 397; full length: 3 (>=1812.6bp)
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.fasta.b.bed uf.bed g 2.bed fm 1.bed O O bcin.fa_aln.fa cl.fa gs
size: 2265bp; fragments: 350; full length: 0 (>=2038.5bp)
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After TEtrimmer Extended plot Blue lines are boundaries
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TE: rnd_5 family 1135
size: 2051bp; fragments: 506; full length: 2 (>=1845.9bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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