Start crop Point End crop Point

MSA length = 18257 1

------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------- TACAATGJGATAGTCGA
-------------------------------------------------------------------------------------------------------------- TTTTCGGTAATTAAAACAAATGGATTCAACAAGTGAAACAAATACATTTGTTTAAGAAAAGAAATAAACCCTTCCAAAAATAATACAATGCGATAGTCGA
-------------------------------------------------------------------------------------------------------------- TTTTCGGTAATTAAAACAAATGGATTCAATAAGTGAAACAAATACATTTGTTTAAGAAAAJAAATAAACCCTTCCAAAAATAATACAATGCGATAGTCGA

TTAAAGGTTAAATATTCTAATATTATTTTTTE--------cmamaon - AGGACGGTCAACGAGGAAACCTTTATATGAT TGGAAGAAATCCTGTCAAA - = = = = = = = & = & o & s & o & e o o o ot o o oo o o o oo o o o e b ot ot e o f e o et et e ottt e e e e e
TTAAAGGTTAAATATTCTAATATTATTTTTTCGTTGAAACAAATACATTTAGGACGGTCAACGAGGAAACCT TTATATGATTIGAAGAAATCCTGTCAAA - - - - - - = - -« o oot o ot Lo ._......___._.....
------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------- TACAATG[GATAGTCGA
-------------------------------------------------------------------------------------------------------------- TTTTCGGTAATTAAAACAAATGGATTCAACAAGTGAAACAAATACATTTGTTTAAGAAAAGAAATAAACCCTTCCAAAAATAATACAATGCGATAGTCGA
TTAAAGGTIAAATATTCTAATATTATEBT TTTCGTTGAAACAAATACATTTAGGACGGTCAACGAGGAAACCTTTATATGAT TGGAAGAAATCCTGTCAAA - = - = = = & o & o o o o o o o o o o o o o o b o o f oo m ot f o et et e o e o et et et et e e e o et e e e ot e e e et e e e e oo e ei oo oo ao oo
------- TRARE T T T T AT AT T T BB T T T - - - - - - - - - - - - - - - oo oo o LLLLLL.L....o.-.-.-.-.-.-.-----AATGCGATAGTCGA
---------------------------------- TOBAACAGABACARIBT - - - - - - - - - - - - - oo s
---------------------------------- AAATIAAAT AA - - - - - - - - - - - - s s e e loLoooo.o.o.-.
----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------- GrArGTHABACET THCGATA- - - - -
TTAAAGGTTAAATATTCTAATATTATTTTTTCGTTGAAACAAATACATTTAGGACGGTCAACGAGGAAACCTTTATATGARTGGAAGAAATCCTGTCAAA - - = - = - = - -« oo oot o oot Lo .o.o__......_._._._.....
TTAAAGGTTAAATATTCTAATATTATTTTTTCGTTGAAACAAATACATTTAGGACGGTCAACGAGGAAACCTTTATATGAT TGGAAGAAATCCTGT CAAA - = = = = = & & o oo o o o o o o o o o o o o b oo o bt m ot f ot o o et e ot o e o e o e o et e o e m e ot ot e et et m e e oo e e i e i ei oo eeeo e
TTAAAGGTTAAATATTCTAATATTATTTCTTCGTTGAAACAAATACATTTAGGACGGTCAACGAGGAAACCTTTATATGARTGGAAGAAATCCTGTCAAA - - = - = - = - -« oot oo oot f Lo Lo ... . _._._.....
-------------------------------------------------------------------------------------------------------------- TTTTCGGTAATTAAAACAAATGGATTCAATAAGTGAAACAAATACATTTGTTTAAGAAAAGAAATAAACCCTTCCAAAAATAATACAATGCGATAGTCGA
TTAAAGGTTAAATATTCTAATATMATTTTTTCGTTGAAACAAATACATTTAGGACGGTCAACGAGGAAACCTTTATATGATTGGAAGAAATCCTGTCAAA - = - = - = - -« oo oot o oo Lo ... _._._.....
-------------------------------------------------------------------------------------------------------------- TTTTCGGTAATTAAAACAAATGGATTCAATAAGTGAAACAAATACATTTGTTTAAGAAAAGAAATAAACCCTTCCAAAAATAATACAATGCGATAGTCGA
-------------------------------------------------------------------------------------------------------------- TTTTCGGTAATTAAAACAAATGGATTCAATAAGTGAAACAAATACATTTGTTTAAGAAAAGAAATAAACCCTTCCAAAAATAATACAATGCGATAGTCGA
TTAAAGGTTAA-TATTCTAATATTATTTTTTCGTTGAAACAAATACATTT -GGACGGTCAACGAGGAAACCTTTATATGATTGGAMGAAATCCTGTCAAA - - = - = - = - -« oo oo oot o C L. ... . _._._.....
-------------------------------------------------------------------------------------------------------------- TTTTCGGTAATTAAAACAAATGGATTCAACAAGTGAAACAAATACATTTGTTTAAGAAAAGAAATAAACCCTTCCAAAAATAATACAATGCGATAGTCGA
---------------- CTAATATTATTTCTTCGTTGAAACAAATACATTTAGGACGGTCAACGAGGAAACCTTTATATGABTGGAAGAAATCCTGTCAAA - - - = - = - =« oo oo oot oL o_......__._._.... ...
TTAAAGGTTAAATATTCTAATATTATTTTTTCGTTGAAACAAATACATTTAGGACGGTCAACGAGGAAACCTTTATATGAT TGGAAGAAATCCTGT CAAA - = = = = = & = & o o o o o o o o o o o o o o b o o e oo f ot f e o et et f o e o e o et et e o e m et e o ettt et e et e e oo i o i oo eeeeeo oo
-------------------------------------------------------------------------------------------------------------- TTTTCGGTAATTAAAACAAATGGATTCAATAAGTGAAACAAATACATTTGTTTAAGAAAAGAAATAAACCCTTCCAAAAATAATACAATGCGATAGTCGA
TTAAAGGTTAAATATTCTAATATTATTTTTTCGTTGAAACAAATACATTTAGGACGGTCAACGAGGAAACCTTTATATGAT TGGAAGAAATCCAGT CAAA - = - = = = = = & o o o o o o oo o o o o b o b o o m o f o e et ot e o et e o e o et e o et et e e e o e ot ottt e m e et e e i i e e eeeeecae oo
-------------------------------------------------------------------------------------------------------------- TTTTCGGTAATTAAAACAAATGGATTCAACAAGTGAAACAAATACATTTGTTTAAGAAAAGAAATAAACCCTTCCAAAAATAATACAATGCGATAGTCGA
@ FTACHT TATT 8T TTECACE T TCAE T CBcccTTCBAABECEMGHEA TTTAGGACHGTCABCTBCCEABCEBT TATABRCE T TCEABEABE T C TG TIBIA - - - - - - - - - - - e e Lol
---------------------------------------------------------------------------------------------------------------------- AATTAAAACAAATGGATTCAATAAGTGAAACAAATACATTTGTTTAAGAAAAGAAATAAACCCTTCCAAAAATAATACAATGCGATAGTCGA
TTAAAGGTTAAATATTCTAATATTATTTTTTCGTTGAAACAAATACATTTAGGACGGTCAACGAGGAAACCTTTATATGAT TGGAAGAAATCCAGT CAAA - = = = = = & = & o o o o ot o o o o o o o o o o f ot f o o e e o et et e o et et et e o e o et et e e ettt e et e e oo i e e oo eeeeae e
TTAAAGGTTAAATATTCTAATATTATTTTTTCGTTGAAACAAATACATTTAGGACGGTCAACGAGGAAACCT TTATABGATTGGAAGAAATCCAGT CAAA - - - - = - - - -« oo oo o oo Lo __._....__._._.....
-------------------------------------------------------------------------------------------------------------- TTTCGGTAATTAAAACAAATGGATTCAATAAGTGAAACAAATACATTTGTTTAAJAAAAGAAATAAACCHTT - CAAAAATAATICAATGCGATAGTCGA
-------------------------------------------------------------------------------------------------------------- TTTTCRGTAATTAARACAAATGGATTCAATAAGTGAAACAAATACAT TTG - = - -« o c s e e ot oo oo
TTAAAGGTTAAATATTCTAATATTATTTTTTEGTTGAAACAAATACATTTAGGABGGTCAACGAGGAAACCT TTATATGATTGGAAGAAATCCTGTCAAA - - = - = - = - -« oo oo oot oL ... _._._.....
-------------------------------------------------------------------------------------------------------------- TTTTCGGTAATTAAAACAAATGGATTCAATAAGTGAAACAAATACATTTGTTTAAGAAAAJAAATAAACCCTTCCAAAAATAATACAATGCGATAGTCGA
-------------------------------------------------------------------------------------------------------------- TTTTCGGTAATTAAAACAAATGGATTCAATAAGTGAAACAAATACATTTGTTTAAGAAAAGAAATAAACCCTTCCAAAAATAATACAATGCGATAGTCGA

---------------------------------- TG
IT.A GITTA.TIT T-A.T T-T clc CGTTGI

AACAGABACAT
AABBG ATTTAGGACHGTCABCIBCCEABCEE T TATABCET TCMABBABE Tl CTGTIBIA - - - - - - - - - - - - - - - s oo oot

TTAAAGGTTAAATATTCTAATATTATTTTTTCGTTGAAACAAATACET TTAGGACGGTCAACIRAGGAAACCTTTATATGATBGGAAGAAATCCAGTIIAAA - - - - - - - - - - oo oot oo __......__._._.....
TTAAAGGTTAAATATTCTAATATTATTTTTTE--------cmamamn AGGACGGTCAACGAGGAAACCTTTATATGAT TGGAAGAAATCCTGTCAAA - = = = = = = = & = & o & o o e o e o ot ot ot ot oo o o o o o o o e b f ot f ot m o et et e o e o e ot ot ot e et
---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------- AATGJIGATAGTCGA
-------------------------------------------------------------------------------------------------------------- TTTTCGGTAATTAAAACAAATGGATTCAATAAGTGAAACAAATACATTTGTTTAAGAAAAGAAATAAACCCTTCCAAAAATAATACAATGCGATAGTCGA
-------------------------------------------------------------------------------------------------------------- TTTTCGGTAATTAAAACAAATGGATTCAATAIGTGAAACAAATACATTTGTTTAAGAAAAGAAATAAACCCTTCCAAAAATAATACAATGCGATAGTCGA
TTAAAGGTTAAATATTCTAATATTATTTCTTCCEBTGAAACAAATACATTTAGGACGGTCAACGAGGAAACCTTTATATGARTGGAAGAAATCCTGTCAAA - - = - = - = - -« oo oo oo o f Lo ... . _._._.....
-------------------------------------------------------------------------------------------------------------- TTTTCGGTAATTAAAACAAATGGATTCAATAAGTGAAACAAATACATTTGTTTAAGAAAAGAAATAAACCCTTCCAAAAATAATACAATGCGATAGTCGA
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After TEtrimmer 18257 bp
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After TEtrimmer Extended plot Blue lines are boundaries
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TE: md_5. family 10158 Before TEtrimmer 1099 bp

size: 1099bp; fragments: 1524; full length: 98 (>=989.1bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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