Start crop Point End crop Point

1 MSA length = 1790

TTACCCCCGGTACTTTCACHTACGGATAGCGCET TAAATCCGCCAGATATATT TT - -« -« -« o c s c oo oo st oo Lt ooooooo_o_.o..

TTARGCCCGGTACTTTIRACGTACGGETAGEGCTTTATAATCIGCCAGATATATT T T - -« - - s x s m s m oL

TTARCCCCGGTACTTTCARGTACGGATAGCGCET TATIATCCOMCAGATITIT TTT - - - - - - - s m s m s e e
TTBCCCCCRGTACTTTCHCGTACGGATAGEGCHMTTATAATCGCCAGATATATTTT -« -- -~ - GTTATETTRAGATAAAAGTTATTTATTCTTAABTGAAABTACCGGGCCTATIMARAARGGE- - - - - - - - - - - - - - - o e
-------------------------------------------------------------------------------------------------------------- BrTATTTTCAGATAAAAGTTATTTATTCTTAAATGEAAATEBCCGGGCC - - - - - == -« - - - - - ARBETHETTT TAT-BATTHT- - oo
BraacccccooTACTTCACTARGGATAGCCTTTATAATCCGCCAGARATATTTT - - - - - - - - - - GTTATTTTCAGATAABAGTTATTTATIICTTAAATGAAAATECCGGGECTATIHARAARE- -ATTART TRTTA BB TAT-TATTETATAAATTT-TT
-------- ACCCCCGGTATTTCACGTACGGATAGCGCRTTATAATCCGCCAGATATATTTT -« -« -« -~ - -@TBATTTTCAGATAAAAGTTATTTATICT TAAATGAAAATACCGGGCCTAT - = -« -« - w o s o s o s o m o m oo oo oo
TTACCCCCGGTATTTTCAGTACGGATAJCGC T TATAATCCGCCAGATATATTTT - -« -« - -« - GTTATTTTIAGATAAAAGTTATTTATTCTTAAATI|AAAATACCGGccTRTRARA AATTATB TR T T TERWA- - - - - - -
TTACCHCCGGTATTTTIRACGTACGGATAGCICT TTATAATCCGCCAGATATATT TT - =« =« & - s m s m s m et TABAAGH - - - - = - - = o s e e e e e e e oo
TTACCCCCGGTACTTTCACGTACGGATAGCGCBTTATAATCCGCCAGATATATT T T - cmcmmmmacac o TTRAGATAAAAGTTATTTATTCTTAABTGAAABTACRGGGCCTATEATAATTE- - ATTARBG - - - - - - - e
TTABGCECCETATTTTCACHTACGGATAGCGCTTTATAATCCGCCARATATAT T T - - - - o m e TAT - - - s o mm e mm e e me oo s
----------------------------------------------------------- GEABGGATAGCGCTTTATAABCCGCCAGABATAT TTT - - -« c s m o o oo oo TH----TT- AT
-------------------------------------------------------------------------------------------------------------- BrTATTTTCAGARAAAATATTTATTCTTAAATGAAAATACCGGGCCTAT TGTT-@TTTRAT-AATTT- - -
--------------- HAIAIA TAACIccGGTATRTTIRACGTACGGATAGCGTTTATAATCCJCCAGATATATTTT - - - - - - - - - -GTTATTTTCAGATAAAAGTTATTTATTCTTAAATGAAAATACCGGICTAT i --TTTHA - - - - - -TT
ABTH- - - - TTATTTTREAAGEAAA TTACCC == = = = == mmmm e e e e oo e GCCAGATATAT T T T - = = = = = o oo oo m e e e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e oo
TT----- TCHTATE T THECH T ATBGATAGCGCTTTATAATCCGCCAGATATATTTT -« -« -« - - - - GTTATTTEC- - - - - AAAGTTBTTTATTCTTAAATGAAABTACCGGGICTA - - - - - - c o m e e e
---------------------------------------------------------------------------------------------- GTTATTTTCAGATAAAAGTTATTTATTCTTAAATJAAAATACCGGGCIRTATIBAATEN- - A7 Bl TR T A cT--ATRTRaTAAATT-TT
-------- ACCBCCGGTATTTTCACGTACGGATAGIGCTTTATAATCCGCCAGATATATTTT - = -« -« - s - o - oot oo o e o f L L L L L L L L Lo oo..o._._._._._.-.
TAACCCCCGGTATTTTCACGTACGATAGCGCTTTATAATCCGCAGATATATTTT - - - ------ GTTATTTTCABATAAAAGTTATTTATTCTAAATGAAAATACCGGGCCTATIRA - -« -« -« -« -« - - - - TRTTTREHA- - -
TAACHCIBCGGTACTTTCACGTACGATAGCGCTTTATAATCCGCClGATATATTTT - -« -« - - - - - GTTlTTTTCAGATAAAAGTATTTATTCJTAAATGAAAATACCGGGCCTA GG - - - - - - - -
----------------------------------------------------- ATIITTCACGTACGGATAGGCT TTATAATCCGCCAGATAT AT TT T - = = = = = = = o s s oo m o e m e o et e o o e o e o e f e @ f ot e f oo m e o et e m o e m e o m m e m et e m e o m m et fm e e e e e e ee e iaeeaoaooo
----------------------------------------------------- IATITTCACGTACGGATAGIGCTTTATAATCCGCCAGATATATTTT——————————————————————————————————————————————————————————————————————————————————————————————————————————————
T T TACCCcCcCGGTATTTTCACGTACHGARAGCGCTTATAATCCGCCAGATATATTTT - - - - - - - - - - GTTATTTTCAGATAAAAGTTATTTATTCTTAAATJAAAATACCGGGCIRTATIIBAATNN- - A7 Bl TR T A cT--ATRTRaTAAATT-TT
-------- TIRTT@A 1ACCCCCGGTATTTTCACGTACGGATAGCGCT TTATAATCCGCCAGATATAT TT T -« =« =« 4 - oo s ot ot ot o oL L oo ...
-------- ACICCCGGTATTTTCACGTACGGATAGCGCTTTATAATCIGCCAGATATATTTT - = - = -« - & - o - o=t ot o e oL L f L L L L L Lo oo . .....o._._._._._.-.
TTREET TAACCCCCGGTRCTTTCACHTACGTGT ABCG TTTATA;‘;CC LN N B T T
-------------------------------------------------------- CT@TCACHTACGGATAGCICT TTATAIBCCIRCCAIATATATTTT - - - - - - - - oo o s oo o o f o f o f Lo oo
TTABlCCCCGGTATTTTCA GTACGGATAGC!:TTTATAATCCGCCITATATTTT --------------------------------------------------------------------------------------------------------------
TAA!ICCCGGTAITTTIACGTICGGATAGCGCTTTATAATCCICCAGATATATITT ---------- GTTATTTTIAGATAAAAGTTATITATT-AAITG --------------- T AG.—AATTAITTITTT ABECATT - - - - TTATARATTTTTT
TAACCCCCGGTACTTTCACGTACGGATAGCGCETTATAANCCGCCAGATATATTTT - -« - -« - GTTATTTTAGATAAAAGTTATTATTCTTAABTGAAABTACCGGGCCTAABEEAA - -ATTAGMGTET T TR - - - -------------=-------
TAACCCCCGGTATTTTCACGTACGGATAGCGCTTTATAAICCGICAGATATATTTT ---------- GETATTTTCAGATAAAABBTATTTATTCTTAAATGAAAATABCGGGCCTAABARIG- - - - - - -« - - - - oo e CAT--ATT-TRTAAATTH- - -

CCICCGGTACTTTIACGTACGGATAGCGCTTTAIAATCCGCCAGA—ATATTTT

TTA

TIAC CCCGGTATTTTCACGTACHGATAG GCTTTATAATCCGCCAGATAIATTTT ---------- GTTATTTTCAGATAAAAGTTATTTATTCTTAAATGAAAATACCGGICCTAA ABRAGRAE- - - - - - - - TT T.—TITT— —IT ---------
--------------------------------------------- AACCHccGGTATTTTCACGTACHMGATAGCITTTATAATCGCAGATATATTTT - - - - - - - - - —ITTATT.— . | AG AAATTAINGT TATTTATTTTAT - —ATITTTT
--------------------- T-ATT.— e T- - —-TTACCCCCGGTATTTTCACGTAC GATIGCGCTTTATAATC GCAGATATATTT T === == -=-- —GTTATTTTCAGATAAAAGTTATTIATTCTTAAATGAIAATAICGGGCCTA— - - -AA AAA - - TT TTTATA—ITT—TT
---------------------------------------------------------------------------------------------------------------------------------------------------------------------------- “TATT - - TATETRARA - - TTEART

g

TIA CCGGTATTTTCACGTACGIATA CGCITTATAATCCGCCAGATATITTTI ---------- GTTATTTTCAGATAAA-TATTTATTCTTAAATGAAAATACCIGICITAT ATAGGTA- - - - - ABGT - - - - - - - oo
TAACCC————TATTTTCACITACGGAT ----- TTITAATC GCCAGATATATTTT---=-cm-=-- GTTATTTTCIGATAAAAGTTATTTATICTTAAATGAAAATACCGGGCCTAT AA AAA - - A TT.TT-CAT—.TT -------------
TTACCCIEGGEATTTTCACGTACGIATAGCGCTTTATAATCEGCAGATATATTTT - - - -« - c o m oot o oo Lo ooooooooooo.o..

TAACCCCCGGTATTTTCACGTACGGATAGCGETTTATAATCCGCCAGATATATTTT - -« -« - -« - GTTATTTTCAGATAAAR - - -« - - o v e e AATARE T TR T T TRERA TG TTTATTTT - TTAAATT - - -
TTACCCHCGGTATTTTCACGTACGGATAGCGCTTTATAATCCGCCAGATATATT T T = -« o - - - o oot oot ot L. o o_._....___._.....
TTACEC - —IGTATTTTCAFTA G- —TIGCGCTTTATAATCIGCCAIATAIGTTTT --------------------------------------------------------------------------------------------------------------

C TABMGGATAGCGCTTTATAATCCGC - - GATAT T TT T - - - - - & o o o o o o o b b b b b b et et e ot ot ot ot et o et e o e e e o e e ottt e oo oo e e e e oo e oo

TTA GjaTTTTCA
TTACCCCCGGTATTTTCACGTACHGATAGCGCTTTATAATCCGICAGAT AT AT TT T m = - = - & o & m o oo o e o e o e o et e o e o e o e e e ot e e e e et o e e e et et e e oo oo oo ee e ABTGTTTATTTT-TTAAATT - - -
TABCEECCGGTATTTTCACGTACHMGATAGCGCTTTATAATCIMCCAGABARATTTT - -« ------- GTTATETTCAGATAAAAGTTATTTATTTTAAATGAAAATACCGcCTAT AITGTTTATTTT—TTAAATT— - -
TTACICCGGTACTTTCACGTACGGATAGCGITTTATAAT CGCCAGAIATATTTT ---------- GITATTTTCAGITAAAIGTTATTTATTITTAAATIAAIATACCGGGCCTAT ---------------------------
-------------- BCCCCCGGTATTTTCACGTACGGATAGCGCTTTATAA CGIiAGATATATTTT— - --------GTTATTTTRlIGATAAAAGTTATTTATTCTTAAATGAAAATACCI|GCCTAT TTATBTATGTATTEART TTAGEAT T TETET
TTACCBCCCRTATTTTCACGTACGGATAGCGCTTTATAATCCGCIAGATATATT T T = -« -« - - - o c ot e o ot Lo Lo oooo-oo__._.-o._
TTACCCCCGGTATTTTIACGTACGGATAGIGCTTTATAATIiGCCAGATATATTTT ---------- GTTATTTTCAGATAAAA- - - -TTTATTCTTAAATGAAAATICCR- - - - - --------- TN BT CcABGREEG - - - --------
TTACCCCCGGTATTTTCACGTACHGATAGIGCTTTATAATCIGICAGATATAT T T T - o com e oo e e e ARATAARERGEA - - AGT T TAT - - - - oc oo e oo e
TTACCCCCGGTATTTTCACGTHCGGMAGCGETTTATAATCCGCCAGATATATTTT - -« -« - -« - GTTATTTTCAGATAAAAGTGAGHTATE- - - ---------cmcaa s TGGGTA T AT TATTTT-TAGATHET - - -
TACCCCCGGTATTTTCACGTACHGETAGCICTTTATAATCCGCCAGATATATRTT---------- GTTATTTCAGATAAARGTTATTTATTCTTAAATGAAAATACCGGGCCTATIRTAABGT - - - - - - - - - - - o s oo oo
TAACCCCCGGTATTTTCAiITA GATBGCGCTTTATAATCCOCAGABATAT T TT - - - -« - oo c oo oot o Lo
----- CCCGGTACTTTCAGGTABGRBTAGCGCT TTATAATICGCCAGATATAT TT T -« -« - oo ot oo e ot Lo __._...._._._._.... ...
AACCCCCGGTATTTTCACGTAMGGATAGCGCTTATAATCCGCCAGATHTATHTT---------- W TATTTTCAGATAAAAGTTATTTATTCTTAAABGAAAATACTIBGGCCTAABATAATIE - - - - - - - - - - o e e
ABRBEAATETTRTTTTT TREATTAAGTET TR - - - - - - - TTACCCCCRGTATTTTCACGTACGGATAGCGCT TIATAATCCGCCAGATATATT TT - -« -« s - s st m s oot AAA- = - o e oo BB G- TATT----oe -
ATGGAGTATT-TTTT[E-AA TTTATTTT-------- ACCHBCCGGTATTTTCACGTACGGATAGGCTTTATAATCCGCCAGATATATTTT - -« - - - - - - - GTTATTTTCAGATAAAAGTTATTTATTCTTAAATGAAAATACCGGGCCTAT - \COA TR TG T ART--- -
----------------- A T TERAG T T TEETAE 8 CCACCGGTATTTTCACGTACGGATAGCGCTTTATAATCCGCCARATATATT TT -« -« - s - e m e oot
----------------------------------------------------------------------------------------------------------------------------------------------------------- AAATTABBGTRT TTR----- - v e
--------------------------------------- BT T A Al - - - - - - - - - - GTTATTTTCAGATBAAAGTTATTTATTCTTAAATGAAAATACCGGGCCTAT
TTRATTTT----- - ACCCCCGGTATTTTCACGTATBMGATAGCGCTTTRTARTCCBCCAGRTATATTTT -« ---- - GTRATTTTCARATAAAAGT TABTTATTCTTAAATGAAAATACCGGGCCTATIN- - -« -« - v e e e e oo
T-TARTTTT Y - GTTATTTTCAGATAAAAGTTATTTATTCTTAAATGAAAATACCEGGCC - - ATABTAREE - - - - - - - - - - - - --- - - -
g P I CRGTATTTTCARGTACGGATAGCGCTTTATAATCCOCAGATATAT T T - - o cmem e e e oo GTRABABATA - - - - - - oo oo
TTARCCCRGTACTTTCACGTACGATAGCGCTTTATAATICGCCAATATATTTT - -« -« - - - - - GTTATTTTCAGATAAAAGTTATTTATTCTTAAATGAAABTACCGGGCCTAT
- TACBCCCGGTATTTTCACGTACGGATAGCGCET - - - - - - - - BccBrATRTRrrrr----e- - GTTATTTTCAGATAAAAGTTATTTETTlTTAAATGAAAATACCGGGCCTARARATEN - - - - -
TTABCCCCGETATTTTCACGTACGRATAGC - - - TBITAATCCGCCAGATATAT TT - - - - - - m oo oo oo oioooooooooooo.
Y GTGEEA T C
TAABCCIICGGTATTTTCACGTACGGATAGCJCTTTATAATCCGCCAGATATATTTT - -« -« -« - - - TTATTTTCAGATAAAARTTATTTATTCTTAAATGAAAATACCcGccT ARIEHA AR~ RA
TTABCCCCGETATTTTCACGTACGRATAGC - - - TBITAATCCGCCAGATATAT TT - - - - - - m oot oo oo
TTA-CllCGGTATTTTCACGTACGGATAGIGCTTTATAATCCGCCAGATATATTTT - -« -« - - - - GTTATTT - - - ATHAAAGERT AT T TATTIRT TAAATGAAAATACC - - - - = -« s s m oottt
TTACCCCCGGTATTTTCACGTACGGATAGCGCTTTTAATCCGCCAGATATATTTT - -« --- - - GTTATTTTCAGATAAAAGTTATTTATTCTTAAATGAAAATACCGIGRcTATRAREAIN~ B~
CC---n-n-- TTTCACHTA------ GCCTTTATAATCCGCAGATATATTTT
----------------- BcciaTcccTlrATAATClcCAGATATATTTT
TACCEBCCGGTETTTTCACGTACGGATAGCGCTTTATAATCCGCAATATATTTT

T-TA- - THTEBETE TAACCC- -« - - e e CCJCCAGATATATTTT

TTTITTTT ------ TTABCCCCGGTATTTTCACGTACGGATAGCGITTTATAATCCGCCAGATATATT T T----cmnn-- GTIATTTTCAGATAAAAITTATTTATTCTTAAATGAAAATACCGGGCCTAAIAIAA-AIATIA.TT.TA-A.TAT— —ATT.AT— _AATTATT
----------- TTACBCCCGGTATTTTCARGTACGRATAGCGHTTTABAATCCGCHAGATATATTTT - -« - -« - - -WTTATTTTIHAGATAAAAGT TATTTATTCTTAAATGAAAATARIE - - - - - - - - - o c oo
------------------------- TT- - TTACCCCCGGTATTTTCACGTACGGATAGCGCTTTATAATCCGCCAGATATITTTT——————————G TATTTTCAGATAAAAGTTATTTATTCTTAAATGAAAATACCGGGCITAT

L < (o o e T e T
TAACCBCCGGTATTTTCACGTACGGATAGEGCT TTATAATCCGCCAGATATATT T T - - @ x e s m ettt oo
TTAJJCCCCGGTATTTTCACGTACGGATAGCHCTTTATAATCCGCCAARATATTTT - v oo - GTTATTTTCAGATAAAAGTTATTTATTCTTAAATGAAAATACCGGGCCTAT
TAACCCCCGGTATTTTCACGTACGGATAGCHBTTTATAATCCGCCAGATATATTTR---------- GTTATTTTCAGATAAAAGTTATTTATCTTAAATGAAAATACCG]fcCTAA

T-TRTTTT-T
TTTATTTTTT



End crop Point
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b.bed uf.bed g 1.bed fm 1.bed O O bcin.fa aln.fa_cl.fa_gs.fa ce.

divergence to consensus (%)

size: 1790bp; fragments: 1241; full length: 0 (>=1611bp)
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' fasta.b.bed uf.bed g 1.bed fm 1.bed O O bcin.fa_aln.fa cl.fa gs
size: 2162bp; fragments: 1160; full length: 0 (>=1945.8bp)
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size: 866bp; fragments: 649; full length: 45 (>=779.4bp)

TE: rnd_5_ family 1007
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Before TEtrimmer ORF and PFAM domain plot
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Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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