Start crop Point End crop Point

1 MSA length = 2165 1

CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGT T - mmmmmmmmmmm o m = = CCCGCCAAAGCGAGTTGGCJTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTCCCAGATJCCATTGTT - - - - - -~ - TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGT T --------- - TAGCGTTCCCGCCJAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
ACGGCITATIAAICICACGGCAGGCIAACTCTGCCCAGATCCCATTGTT ---------- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCITG
T TTCT—ATTTAI— - —IAT CACGGCATATAAATCACAC.CAGGCTAACTC - - CCCAGITCCCATTGTT ---------- TAGCGTTCCCGCIAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
TTETT---ATCTA-----nmem-- CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGT T === === ==~ - TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
~TETT---ATCTA- - === me- CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGT T === - ===~~~ TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
T--e-AT---T CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGT T m = = = = = = = = mmm o m e m e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e o o -
CACGGCATATAAATCACACGGCAGGCTAACTCTIICCCAGATCCCATTGTT---------- TAGCGTTCCCGCCAAAGCJAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTHCCCAGATCCCATTGT T --------- - TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCTG
CACGGCATATAAATCACACGGCAGGCTAACTCTHCCCAGATCCCATTGT T --------- - TAGCGTTCCCGCCAAAGCJAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGT T ---------- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTJCCCAGATCCCATTGTT---------- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGT T --------- - TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG

CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGT T --------- - TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACAIGGCIGICTAACTCTGCCCAIATCCCATTGTT ---------- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGT T = = = = = = = = = = m m o m m o m m e e e @ e @ e @ e @ e o e @ e m e @ e @ e @ e @ e @ e @ e @ m @ e e e m e @ e m e m e e e e e e e e e e e e e e e e o
CACGGCATATAAATCACACGGCAGGCTAACTCTGICCAGATCCCATTGTT---------- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCIAACTCTI!CCAGATCCCATTGTT ---------- TAGCGTTCCCGCCAAAGCGAGTTIJGCCTICCGTGTGATTTATATGCCGTG

CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGT T ---------- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTTGCCCAGATCCCATTGTT---- -« --- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTICCCAGATCCCATTGTT ---------- IAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTIA-G-G
CACGGCATATAAATCACABGGCAGGCTAACTCTGCCCAGATCCCATTGT T - m o s s s s s st e et f oo oo
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT---------- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG

.
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TBC----CBTTA
TRBATT-------

4 4 0 0O o4 4 <4 - 4 -

CAC-ATATAAATCACACGGCA GCTAACTCTGCCCAGATCCCATTGTT-==-=-===-=--- TAGCGTTCCCGCCAAAGCGAGTHGGCCTGCCGTGTGATTTATATGCCGTG
ACGGCATATAAATCACACGGCAG CTAACTCTGICCAGATC.ATTGTT —————————— TAGCGTTCCCGCCAAAGCGAGTHGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACIGCAGGCTAACTCTGCCCAGATCCCATTGTT —————————— TAGCGTTCCCGCCAAAGIGAGTTGGCCTGCCGTGTGATTTATATGCIGTG

CACGGCATATAAATCACACGGCAGICTAACTCTGCCCAGATCCCATTGTT ——————————————————————————————————————————————————————————————————————————
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT = =-=-===-==-- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGITAACTCTGCCCAGATCCCATTGTT ————————————————————————————————————————————————————————————
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT = =-=-===-==-- TAGCGTTCCCGCCAAA.GAGTTGGCCTGCCGTGTGATTTATITGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTICCCAGATCCCATTGTT —————————— TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAA--CTGCCCAGATCCCATTGTT==-=-===-==-- TAGCGTTCCCGCIAAAGCGAGTTGICCTGCCITGTGATTTATATGCCGTG

TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT = =-=-===-==-- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTIATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT - =-=-===-==-- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTICCCAGATCCCATTGTT —————————— TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT - =-=-===-==-- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGICAGGCTAACTCTGCCCAGATCCCATTGTT ——————————————————————————————————————————————————————————————————————————————————————————————————————————————
CACGICATATAAATCACACGGCAGGCTAACTCIGCCCAGATCCCATTGTT —————————— TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCITGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT = =-=-===-==-- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCIGGCTAACTCTGCCCAGATCCCATTGTT —————————— TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCITGTGATTTATATGCCGTG
CICT—GTT AT - - B AN - - - - - - - - - - - - - - - - - - - o oo e o oo oo oo oo oo oo ITT —————————— TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CATTAAT - - - - CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT = =-=-===-==-- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATICCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTITT —————————— !! ————————————————————————————————————————————————
CACGGCATATAAATCACACGGCAGGCTAACTITGCCCAGATCCCATTGTT ——————————————————————————————————————————————————————————————————————————————————————————————————————————————
CACGGCATATAAATCACACHGCAGGCTAACTCTGCCCAGATCCCATTGTT - =-=-===-==--- TAGCGTTCCCGCCAAAGCIAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACIGCAGGCTAACTCTGCCCAGATCCCATTGTT —————————— TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCIGTGTGATTTATATGCCGTG

TTC--AT---- CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT - =-=-===-==-- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
—————————————————— TIT——GTCIAT CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT-=-=-=-------TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTICCCAGATCCCATTGTT ———————————————————————————————————————————————————————————————————
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT = =-=-===-==-- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCAIATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT ————————————————————————————————————————————————————————————
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGAIiCCATTGTT —————————— TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG

T

__________________ TATTA--TTA
TTTTAATT

CACGGCATATAAATCACACGICAGGCTAACTCTGCCCAGA CCITTGTT ---------- TAGCG TCCCGCCAAAGIGAGTIGGCCTGCCGTGTGATTTATATGCCGTG
CACGGIATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT ---------- TAGCIT TCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAIATICCATTGTT ---------- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG

CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT = =-=-===-==-- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCITG
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT - =-=-===-==-- TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTGTT - =-=-===-==-- TAGCGTTCCCGCCAAAGCGAGTIGGCCTGCCGTGTGATTTATATGCCGTG
CACGGCATATAAATCACACGGCAGGCTAACTCTGCCCAGATCCCATTITT —————————— TAGCGTTCCCGCCAAAGCGAGTTGGCCTGCCGTGTGATTTATATGICGTG
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1.bed fm_1.bed 0 O n.bed g 1.bed fm_ 2.bed 0 O bcIn.fa_aln.fa_

divergence to consensus (%)

20

size: 2165bp; fragments: 4408; full length: 0 (>=1948.5bp)
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ed g 1.bed fm 1.bed 0 O n.bed g 1l.bed fm 2.bed 0O O bcin.fa_
size: 2465bp; fragments: 4400; full length: 0 (>=2218.5bp)
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TE: rnd_4 family 991
size: 2051bp; fragments: 4170; full length: 3 (>=1845.9bp)
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After TEtrimmer ORF and PFAM domain plot
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Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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