Start crop Point End crop Point

MSA length = 673 1
------------ TTTTHAAG- - - TGAAARTcTTTG GTAGR-BAAGTTTGTTTARTCEATTTGATATRTAACGGABGTGTGTATAABCCCCCT - -« -« - - -BTTGTTTGAAGAAGTTTCEET T CAGEBARIE TG T TT - - - - - m e m e
ANlTAT THATHANTRAAG- TTTAAAACTTCTTTG GTAGH- - AllGTTCGTTTAATGCATTTGATATGTAACGGAAGTGTGTATAAGCCCCCT - === =-=-==-=-- TTTGAAGABMGTTTCACTTCAGTAGRTGTTTT TGA AGTTARETTTETTTEAT TEAAT TR GAE-AEEE8 r---------------------- -
AITAT.TIAT AIT AAG-TTTAAAACTTCTTTG GTAGH - —AIGTTCGTTTAATGCATTTGATATGTAACGGAAGTGTGTATAAGCCCCCT -------------- TTTGAAGAIGTTTCACTTCAGTAG TGTTTTITGA AGTTARATTTTTTTGAT TCAAT TATGACAACECE TT-- - - - - - - mmmmmmmmmm o
-------------------------------------------------------------------------------------------------------------- TTTGTTTGAGAAGTTTCARTJCA- TAGCTGTTTTATGACAGTTATRTTT e e
-------------------------------------------------- AAGTTCGTTTAATGATTTGETATGAACGGAAATGTG|ATAAGCCCCCT - - - - - - - - - —TTTGTTTGAAIAAGTTTCAITTCAGTAGCT— - TTRTEE- - - e e e e
------------ TTETTRAAAR- - TGAAICTTCTTTG - -AAGTTCATTTAATCATTTAATATGTACGGAAGTGTGTTAAGCCCCCT - - - - - - - - - - TTTT TTGAAGAARTTTCACTTCAG CTGT@TTATGACAGRET - - - - - - 8 0
- - TATTBGH BT 1T T TTEAAG- - - TAAAARTTCTTTG ATABGTTCGTTTAATGATTTGATATTAACGGAAATGTGTATAAGCCCCCT - - - - - - - - - - TTTGTTTGAAGAAlTTTCART TIATAGCTGTTTTATGACAGTTATT - - - - TTTT AAAATTAGAT TEBCG- - - - - - - -
----------- TTETEBAAG- - - TGAAAITTCTTTG -TAAGTTCATTAATGCATTGATATGTAACGGARGTTllATAAGCCCBCT- - - - - - - - - - TTTGTTTGAAGAAGTTTCACTTCAGTAGCTGTTTATICAGTTATTTTT CHAAB- - - - - - - - - m oo
------------------------- BoanchrrTTa - -AAGTTCGTTTAATGCTTTAATA-GTAACGGAAGTGTGTATAAGICCCCT----------TTTGTTTGAAGAAGTTTCACTTCAGTAGCGTTTT|TACAGTTATTTT TTTEAAAATTA - = - o= o e e e e e e oo -
------------------------------------------- BRCGIlTAATGCATTTGATATGTAACGJAAGTGTGTATAAGICCTCT - - - - - - - - - - TTTGTTTGAGAAGT T CACTTCTAGCTGTTTTATGACAGHH- - - - - - e e e e
------------------------ TGAAACTCTTTA BrrcTTTAAAAGTTTIACTTCAGTAGCTGTTTTAJJGACAGTTATTTTT e
-------------- TTTEAAA- - - TAAAACTCTTT TTTGTTTGAAGAAGTI|TClTTCAGTAGCTGTTTTATGARBARTTAT- - - - e
------------------------------------------------------------------------------------------- TTTGTTTGAAGAAGTTT ACTICAGTAGCTGTTTTAIGACAGT TTR- - e e
------------------------------------- CEARA - T TTTGTTTGAAGAJJG|T TlACTTCAGTAGCTATTTTATGACA e - e e e
------------------------------ TTTTTlG ——————ATAAGTTCATTTIATGCATTTGATAIGTAICGGAAGTGTITATAAGCCCCCT——————————————TTTGAAGAAGTTT———TTCAGTAGCTGTTTTATGACA TTATTTTT
------------------------------------------------ AB- - - IBAGTGTGTATAAGCCCTCR- - - - - - - - - - TRTGTTTCBAGAAGTTTCACTTCAGTABRTGTTTTATEACAGT
n AAG- - - TGAAACTTTTTTG - —AAGTTCGTTTAATGIATTTIATATGTAACGGAAGTGTGTATAAGCiICCT ---------- TEECTTTGAAGAAGTITIART TCABTABCTATTTTRT - - - -« - - - - -
THATTTTTEAAG- TTTGAAACTTTTTTG N ATTTGATAT - TAACEAAGTRTGTATAABCECCCT - - - - - - - - - TTTGTTTGAAMAAGT TTRART TCAGTAGCTGTTTTATGACAGTT
- -TGAAACTTCTTTA - —AAGTTCGTTTAATGIATTTIATATGIAACGGAAG‘TITATAAGC -CCCB---------- TT TTTC CTTCAGTAGCTATTTTATGACAGT
- -TGAABCTTCTTTA - -TAAGTTCGTTTAATGCATTTGATATGTAACGGAAGTGTGTATAGCCCCCT - -------- TTHA GA GTTTHACTTCAGTAGCTGTTTTAMACA - - - - - - o o ittt e i i e e e me e e
- -TGAAACTTCTTTG - -AAGTTCGTTTAATGCATTGAJATGTAACGGAAGTGTGTATAAGCCCCCT - - - - - - - - - - TTRAAGAAGTT CACTTCAGTAGCTGT.TE ------------
-------------------------------------------------------------------------------------------------------------- TRAAGAAGTTTCACTTCAGTcBTGTTTTATJACAGT
------------------------------------------------------------ TTTGTTT——AGAAGTTTCACTTCIGTA CTGTTTTATGACAGTTA- - - - - AIT T - - - - - - - -
------------------------------------------------------------ TTEGTTTGAAGAAGTTTCACTTCAGTRGCTGTTTTAGAARTTATET - -WTTTT T Tr.AITIT.AIATTAIA-— e

TTT THTHET

-------- BlATTTTEAAA - - -TGAAACTTCTTGIGRA

------------------------------- TRTT----

------------------------ TGAAAlTTCTTTG TATAAGECCClT

-------------------------- AAAITTCTTTA TABAAGCCCTCT--- -« -TTTGTTTGAABAAGTTTCACTTCAGTAGCTGTTTTRTGERAGTEARTT - -BT@T TR TRBAG TG W BTAT AT TCBAAA-T-A----oa oo

AG- - -TGAAACTTCTTTG - TAAGTTCGTTTAATGCATTTGATATGTAACGGAAGTIITGTATAAGCCCCCT - - = = = = = - = - oo s oo oot f Lo oL Lo oo_....___._.....

ARA- - -BcBBACTTCTTTG AT - s o m s e e e e e e e e e GAAATGTTATAAGCCCCCT ==« - - - - - - - TTTGETTGAAGAAGTTTCACTECAGTAGCTATTTIJATGCAGETR- - - - - TRATTRTTCE-B 86 -----------------
AAAR- - TAAAATIBTCTT -T---TTCRTBTBABGCATTTGATATRTAACGGAAATGTGTATAAGCCHTCT - - - - - - - - - - TTTGTTTG.iAAGTTTCACTTCﬁI ---------------------------------------------------------------------------
AAA- - -TAAAACTTCTTTGHGHA - - - - - e TTTGTTECAATAABTTTCACTTCRGTAGCTGTTTTA <=« - - w e o - - TAT T = o = o s m e m o m et e oo oeoooooo-
AAG- - - TGAAATTCTTTG - -AABTTCGTTTAATGCATTTGATATGTAACGHA- - - - - GT@TATBMECCCCT---------- TTTGTTTGAAGAAGTJTCACTTCAGTAGTGTTTTAT- AlARTRA- - - - - ITAATITT.A-TITIA -------------------------------
AAG- - - TGAAABTTCTTTG - TAAGTTCGTTTARTCATTTAATATGTABCGGAAGTGTGBATAAGCCIICCT - - - - - - - - o oo oo oo oo Lo

------------------------ TGEAACTTCTTTA c e BB T T T T T T TGAAGAAGE T TCACT T TAGC T AT T T - - - - - kLl

-------------- ATERTACHETTTGAAACRTTTTTG TAGTITITATAAGCCCTCT

---------------------------------------------------------------------------------------------- CBCCBT----------TTTRTTTGAAGAARTTTCABTTCAGTABCTATTTTATGABRGTTATTT - - e e e e e

AGTATIETEG TBARTTTTEAAG- - - TGAAARTTCT TTOGM- - - - - - - - - - - - - oo oo TAAGCCEMCCT---------- TTTGTTTGAAGAAGTTTCACTTCEGTAGRTRTTTEATCABARE- - - - - - - TTTTET TRRAREE TR BAGT G A T Ar-BTABGE T AR TA--------

---------- ATTATTRAAA - TAAARTTCTTTA GTAIATAB T TCGTTTAATGCATTTGATATGTAACGHA- - - - -GTHTAA CBCT----------TTTGTTTGAAGAART TETACET

-------------------------------------------------------------------------------------------------------------- TTTRTTTGAAR- - - TTTCACTTCAGTACHRBGT TTTA- -« -----------F/TTTT

------------------------------------------------- TAAGTTTGTTTAATG- AT TAATATGTAACGGARGTGTTAJAAGCCCCCT - - - - - - - - - —TTTGTTTGAI!AAGTTTCACTTCAGTAGCTGITT— e —ITTTTITT. ITITI IA— -GATTTBAAA- TBABARTAR- - - - - - - - - -

------------------------ TCAGARBECTTTABCEABTATABE- - AAGTTCCITTAATGCATTTGATATGTAACHGAAATGTGT AT AAR - T CT - - - - - o oo oo Lo

-------------------------------------------------------------------------------------------------------------- TRTGTTTGAAGAAGTTCACETCAGTAGC- BT TTATGACAGTTA- - - - -[ATTTTRTT T e

-------------------------------------------------------------------------------------------------------------- T!IGTTTGAAIAA‘TTCACTTIAITAGCTGTTTTATGACAITTA— - -TETTTATTGAAATAT TIA“ e

-------------------------------------------------------------------------------------------------- Br----------TTTGTTTGAAGAAGTTTCACTTCAGTAGCTGTTTRARACAGTTATTTT e e e e

--------------------------------------------------------------------------- TEACBGAAATGTGTATABGCCCCCT - - -« - - - - TETGTTTGAAGAAGT TTACT TCABTAGCTGTTTTA- - - -@---------[T e e e e e e e oo

------------------------------------------------------------------------ ATGTAACGGAAGTGTGTATAAG-CCCCT

------------------------------------------------------------------------ ATGTAACGGAAGTGTGTATAAG-CCCCT

AITAA-ATITT.AAGI— -TGAAACTTCTTTG GTARM - - AAJTTTGTTTAATGATTTAATATGTAAlIGGAAGTGTGTAT|AGCCCTCT

------------------ AAAM- IIII ITTTTTTG TAGN- - AAGTECGTTTAATGCATTTGATATGTAACGGAAGTTGTATAAGCCCTCT

---------- ATTTTTEAAG- - -llGBAARTTCTTTA GTAB- - TAAGTTCGTTTAATGCATTTGATATGTAACGGAAGTGTGTATAAGcccT

.- - —T-TIATTTTTIAAG— - -TGAAACTTCT GTABM - - - - - - - - - - s s m e e ee e Biacccceet

------------------------ TGAA.TTTT!IA AJA - -ATAAGTTCGTTTAATGCATTTGATATGJAACGGA- - - - - - - - - apfcccccT

GTA
GTA

TTTGTITGAAGAAITTTCACTTIAGTAGCTGTTTTATIA

------------ TRTTTEABE - - -BoAaacTTCTTTCEBMEABTGTAB - —TAAGTTTATTTAATGIATTTAATATGTAACGGAAITGTGTATAAICICTIT— c e - TTTGTTTBAAGAAGTTTCARTTCAGTARCTATTHRTA
CATTTGRTATGTAACGGAAGTGTGTATAAGCCCCIT = - = - = = = = = = == - o - oo oo oo oL Lo oL Lol
TAAGTTTATTTAATGCATITAATATITAACGIAAGTGTGTATAAGCICICT ---------- ITTGTTTGAAGAAGTTT ACTTCAGTAGTGTTTA
-------------------------------------------------------------------------------------------------------------- TTTGTTIGAAGAA——IT ACTTRAGTAGCTGTTTTATGACAGTTA-----@TTTTETHEEE- - - - - - - - - - - - - - o e
----------------------------------------------------------------------------------- GTEECTABAAGCICCCT -« -« -« - - - - TT TR T TGAAGAAGT TTCACT TRAGTBGCHATET TA- -« -« v e e et T T - - - - oo m o m e
-------------------------------------------------------------------------------------------------------------- TTTGT A AGT TTCACTTRAGTAGCTGTTTTATGACAGTTATTTTTT AR T TCRT A CBART -
------------------------------------------------ AR - BIAGTGTGTATAAGCCCTCR
------------------------ TGAAACTETTTTCRCHABGG TABE- - - - - - ------------cccoeaooo oo TATAARCECCCT

----------------------- TTAAAACTTCTTTG NN N NN NS

TITAT-T.TTTT.AAAITTTGIAACTTCTTTG -------------

-T- .TTTATTTAA GCATITGATATGTAACGGAAITGTGTATAAG

______________________________________ A G——
________________________ TGAAAIBTTTTT A ATAAGT GITTAAT CATTTGATATGTAABGGAAGTGTGTATAAG-@BCCT
_________________________ AAAATTTTT A -TAAG CGTTTAAT CITTTGATATGTAA GGAAGTGTGTATAAGCCCCIT

---------------------------------------------------------------------------------- B2l TATAAGCCCClT
------------------------------------------------------------------------------ ciifjracTcTGTATAAGCCCCT

T.A-T-A -TTTIAAAATT IAIT AI ----------

TTTT
---------------------------------------------------------------------------------------------------------------------------------------------------------------- TTT
-------------------------------------------------------------------------------------------------------------- TTTRET TRAAGA GTTTCACTTCAI—————————————————————————
- —T-TIATTTTT ----- TTTAAAACTTCTTT.GIA.GIA.— —AAGTTCGTTTIATGCAITTAATATITAACGGAAATGTGTITAA.CCICT ---------- TTTGTTTGAAGAIGTTTCACTTIAGTAGCT— - -TTATGACAGTTA T.A-TIT-AITTTIAAAA -------------------



End crop Point
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size: 984bp; fragments: 243; full length: 0 (>=885.6bp)
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size: 793bp; fragments: 388; full length: 0 (>=713.7bp)
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[E consensus before TEtrimmer (bp)
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