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ACGTTTCGACCATTAAC
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End crop Point

MSA length = 6038 1
TTGGTCT T T TTCAAAAT TAATAACT TCT T CAA - = = = = - = = s o o o o o o o o o o o o o o o o e o o o o o o o o o o o o o o o o o o o o o o o o o o o e o o o o o o o o o o e o o e n e e oo
TTGGTCTTTTTCAAAATTAATAACTTCTTCAA---------- AAAAAATTTGCTTCTAAGTATATATAAATACCGTAAAACGAAAAGTTAAAGTTTTGATT - - - TTTT.TTTAAIAATTAIGATTIAAATTGATATATTAT

TTGGTCTTTTTCAAAAT TAATAACT TCT T TCAA - = = = = & & o & s e m m e e o e &t e &t e & @t &t ot &t e mf e m ot e m ot e m @t @ m e & m ot @@ e &t e & f e &t e ff e &t ot mf e ff e mf e e e e e e e e e e e e e ee e iaaaaaa
TTGGTCTTTTTCAAAAT TAATAACT TCTTCAA - = = = = & = = & s e m o e & o e &t e &t & @ e &t e &t e m ot e m ot e &t e & @t @ m e & m ot @@ e &t e f ot e f ot e &t e ff ot ff e ff ot m ot e d e e e e e e e e e e ee e aaaaaa
TTGGTCTTTTTCAAAAT TAATAACT TCTTCAA - = = = = & = = & s e m o e & o e &t e &t & @ e &t e &t e m ot e m ot e &t e & @t @ m e & m ot @@ e &t e f ot e f ot e &t e ff ot ff e ff ot m ot e d e e e e e e e e e e ee e aaaaaa

TTGGTCTTTTTCAAAAT TAATAACT TCTTCAA - = = = = & = s m e e e m ot & e f e & e f ot f it f ot fm e e m e d i e m e mm e meeme e ATTTCAA--AAAGC- - - ABTTAATAA-AACGATTT -« -TTAT-------
TTGGTCTTTTTCAAAAT TAATAACT TCTTCAA - = = = = & & s o e e m e & e f ot & e & e & e f e & e & e f ot f ot e m ot e f it mf e e m e m i e i e mamamea o TTA---«--n-- AACAATETATATTGATATATTAT
TTGGTCTTTTTCAAAAT TAATAACT TCTTCAA - = = = = & & = & s e m o e & @ e &t e &t ot & @ e & @t &t e m ot ot m ot e & f e m @t @ m e & f ot @ f e &t e f ot e f ot e & f e f ot ot ff e ff e ff e m e e e e e e e e e e e e e eaaaaa

TTGGTCTTTTTCAAAAT TAATAACT TCTTCAA - = = = = & = = & s e m o e & o e &t e &t & @ e &t e &t e m ot e m ot e &t e & @t @ m e & m ot @@ e &t e f ot e f ot e &t e ff ot ff e ff ot m ot e d e e e e e e e e e e ee e aaaaaa

TTGGTCTTTTTCAAAATTAATAACTTCTTCAA - - = - == -« - - AGAATATTTCATTCGAAGTATATATAAATATCATAGAATGAAAAATTAAAATTTTGETTAAA- - TTTATTTAATIATAACGATATATTTGATATTAT
TTGGTCTTTTTCAAAATTAATAACTTCTTCAA - - = - == -« - - AAAATATTTGATTCTAAGTTAATAAATATATAATGAGATTAAAAATTGAA-TTTTGATTAAAGTTTTATTJABTAATAACAATTTATATHTATATATTAT
TTGGTCTTTTTCAAAATTAATAACTTCTTCAA - - = - == -« - - TAAATATTTGATTCTAAATATGCGTGAACTTCACAAAATGAAAAATTAAGATCGTGATTAGAGTTTTATTTAATAATAACGITTT- - - - TTATATTTAT
TTGGTCTTTTTCAAAAT TAATAACT TCTTCAA - = = = = & = o & s e m e & o e &t e &t e & @ e &t e & f e d @t &t e f ot e m @t @ m e & f e @ f e &t e @t e f ot ot ff e d ot ot d ot e ff e d ot e e e e e e e e e e ee i eeaeeaaaoaa

TTGGTCTTTTTCAAAATTAATAACTTCTTCAA----=-=----- AAAATGTCTGATTTTAAGCATATATAAATATCATAAAATGAAATAACAAAA- - - - - ATTAAAGTTTTATITAATAATTICGITTTGTGCTTGTITAITAT
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d_uf.bed g 3.bed fm_1.bed 0 O bcin.fa_aln.fa cl.fa_gs.fa ce.fa I

divergence to consensus (%)

size: 6038bp; fragments: 651; full length: 0 (>=5434.2bp)
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sta.b.bed uf.bed g 3.bed fm_ 1.bed 0 O bcin.fa_aln.fa cl.fa_gs.fa After TEtrimmer Extended plOt Blue lines are boundaries
size: 6296bp; fragments: 620; full length: 0 (>=5666.4bp)
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divergence to consensus (%)
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TE: rnd_4 family 4674

size: 3298bp; fragments: 140; full length: 24 (>=2968.2bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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