Start crop Point End crop Point

MSA length = 1681 1
---------------------------------- I————A_TIGTTIATCCCATCAAAAACATAGAATGTAAAAAAATGTCAAGTCTCGCAACA——————————————————————————————————————————————————————————————————————————————————————————————————————————————
------------------------------------------------------------------------------------ ICIAAGTCTIGCAICA——————————————————————————————————————————————————————————————————————————————————————————————————————————————
---------------------------------- T----G TBATTAATCCCATCAAAAACATAGAAT TAAAAAAATGTCAAGTCT——CAACA——————————AAAAGTGCIGCTAATACCTTCGAGAAAAGGATGGTAIGGCTGTGCTCGACT
.AIA-— —IAIATAT-ATA.TITA.CITA ----- A A---ATCCCATCAAAAACATAGAAT TAAAAAAI— - -CAAGTCTCGCAACA - = = = = = = = = - AAAAGTGCCGCTAATACCTTCIAGAAAAGGATGGTACG

----------------------------------------------------------------------------- BracTcTllccaaca

GTT-ATCCCATCAAAAACATAGAATGTAAAAAAA- - - -AAGTCTCGCAACA
li ________ AAAIET'TATG_ : _AI
TIA-TT AAATHT ATTTGTIAA

------------------------------------------------------------ AAAAGTGCCGCTAATAJJCTTCGAGAAAAGGATGGTACGGCTGTGCTCGACT - T
--------------------------------------- A ATTAATCCCATAAAAACATAGAATGTAAAAAAATGCCAAGTJTCGCAACA- - - -~ - - - - - AAAAGTGCCGCTAATACCTTCGAGAAAAGGATGGJACGGCTGTGCTCGAC- - - - - - - - oo e

------------------------------------------------------------------ AAAAGTGCCGCTAATACCTTCGAGAAAAGGATGGTACGGCTGTGCTGECHEBT

-------------------------------------------------------------------------------------------------------------- AAAAGTGCCGCTAATACCTTCGAGAAAAGGATGGTACGGCTGTGCTCGACT - TEEIIEEEEER
-------------------------------------------------------------------------------------------------------------- AAAAGTGCCGCTAATACCTTCGAGAAAAGGATGGTACGICTGTGCTCGACT
GTJAATCCCATCAAAAAATAGAATGTAAAAAAATGCCAAGTCTCGCAACA
G---ATCCCATCAAAAACATAGAATGTAAAAAAAIIBIAAGTCTCGCAACA
A----- C.AICAAAAACATAGAATGTAAAAAAATGCCAAGTCTC.AACA

A-TIG— --ATCCCATCAAAAACATAGAATGTAAAAA - - - - - IAAGTCTCGCAACA ---------- AAAA TGICGCTAATACCTTCGAGAAAAGIATGGTACGGITITGCTCGACT AT GTITT
-------------------------------------------------------------------------------------------------------------- AAAAG GCCICTAATACCTTCGAGAAAAGGATGGTACGGCTGTGCTCGACT T AT il
------------------------------------------------------------- AAAAACATAGAATGTAAAAA—————IAAGTCTCGCAACA——————————AAAAGTGCCGCTAATACCTTCGIGAAIAGGATGGTACGGCTGTGCTCGAC IT AlC - - - - -AAAAAT

A - —AATICCATCAAAAACATAGAAT.AAAAA— - TGCCAAGTCTCGCAACA - - - - == = = - - AAAAGTGCCGCTAATACCTTCGAGAAAAGGATGGTACGGCTGTGCTCGACT = = - mm = = = mmmmmm e mmm e oo o AAAITIAﬂ

------------------------------------------------------------ ABAAGTGCCGCTAATACCTTCGAGAAAAGIATGG|ACGGCTGTGCTCGACT [ RCRE T~ -

AAAAGTGCCRCTAATARCT TCGAGAAAAGGATGTACGGCTGTGCTCGACT = - = - = -« - w e e e e bt e e e

------------------------------------------------------------------------------------------------------------------------------------------------------------------------ TAT T--AT
- - -h ----- IAAATA.ATTTTTIAA“TATTT AAAAIT.CICTAATACCTTCGAGAAAAGGATGGTACGGCTGT.TIG. _ I .ATATTJAAATIA“CTIAAT
TIT T

AAATA ARTT---TA TATT T AR TG T TAATCCCATCAAAAACATAAATGTAAAAAARGI THAAG T CTCG O AACA - - - - & s o e o e o i i o f et et et e e et e e e e e f e o e f e m e m ot f ot e d ot e m e m ot m ot m ot f it f ot dm e e e e e e

A--ljaTcccATCAAAAACAIBGAATTAAAAAAATGCCAAGTCTCGCAACA- - - - - - - - - - AAAAG TICIIBBIIET - - - - - - - - - - - - - - - - -l

GTTAATCCCATIAAAAACATAGAATGTAAAAAA— TGCAAGTCTCGCAACA -« -« - -« - - AAAAGTGCCGCTAATARCTTBGAGAAAAGCATCRTARGGCTREAT TC- - - TG TATECETTTAAT TRATA AT TRGTTCTABE 1A~ TTA BN ABRAG - - - -

---------------------------------------------------- AATCCCATCAAAAACATAGAATGTAAAAAAATGCCAAGTCTCGCAACA- - - - - - - - - - AAAAG
----------------------------------------------------- G CCCATCAAAAACATAGAATTAAAAAATIIGT CAAGTCTCGCAACA - = - = - = - s - s - s s et oot o i oo

------------------------------------------------------------ AAAAGTGCCG-TA. AAAA
................................................................. AIAIAGA.GTIAAAAAATGCCAAGTCTCGCAACA———————————————————————————————————————————————------------- AAAATEABA

------------------------------------------------------------ AAAAGTGCCGCTAATRCCTTCGAGAAAAGGATGGBCHG ------B-
-------------------------------------------------------------------------------------------------------------- AAAAGTGCCGCTAATANCI TCGAGAAAAGGA GGTAC!I*TGCTCGAC!I
------------------------------------- TTAlA Tl - - AATCCCATJAAAAACATAGARITGTAAAAAA - TGCCAAGTCTCGCAAA- - - - - - - - - -AAAAGTGCCGCTAATA CTTCGAGAAAAGGA!IGTACGGCTGTGCTCGACT— -
--------------------------------------- TEATTAATHECCATCAAAAACATAGAATGTAAAAAAA -ICCAAGT CTCICAACA - - - - - - - oo n oo ool

------------------------------------------------------------ AAAAGTJcCGCTAATACCTTCGAGAAAAGGATGGTCG|cTaTGcTCcoAC T ICETNCEEER
T—ATCCCATCAAAAACATAGAATGTAAAAAAATGCCAAGTCTCGCAAIA ---------- AAAAGTGCCGCTAAIACCTTCGAGIAAAGIATGGT -----------------------------------------------

-------------------------------------------------------------------------------------------------------------------- GCCGCTAATACCTTCGAGAAAAGGATGGTACGGCTGTGCTCGACH- ---------
THATTAATIICCATCAAAAACATAGAATGTAAAAAAATGCCAAGTCTCGCAACA- - - - - - - - - - AAAAGTGCCGCTAATACCTTCGAGAAAAiIATGGTACIGITGTGCTCGAC—
------------------------------------------------------------ AAAAGTGCCGCTAATACITTCGAGAAAARGATGG|ACGGCTGTGCTCGAC
A-cmmmm oo - AAAAGTGICGCTAATACCTTCGAGAAAAGGATGG!ICGGCTGTGCTCGACT—T
TITIA-TAIAAATIT-ATTTTTIAA.TIT— STT--A T ATT—ATCCCATCAAAAACATAGAATGTAAAAAAI ----------- GCAAIA ---------- AAAAGTGCCGCTAAIACCTTCGAGAAAAIGATGGTACGGCTGTGCTCGAC —IT

---------------------------------------------------- AATCCCATAAAAAATAGAATGTAAABAAATGCCAAGTCTCGCAACA



End crop Point
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1.bed fm_1.bed 0 O n.bed g 1.bed fm_ 2.bed 0 O bcIn.fa_aln.fa_

size: 1681bp; fragments: 12452; full length: 1 (>=1512.9bp)
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ed g 1.bed fm 1.bed 0 O n.bed g 1l.bed fm 2.bed 0O O bcin.fa_

divergence to consensus (%)

size: 2026bp; fragments: 11128; full length: 0 (>=1823.4bp)
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TE: rnd_4 family 427
size: 594bp; fragments: 4444, full length: 89 (>=534.6bp)
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Before TEtrimmer ORF and PFAM domain plot
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E consensus before TEtrimmer (bp)
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