Start crop Point End crop Point

MSA length = 1313

--------------------------------- GAT----- CCAAATAGCATABABAGTBGCAAATACTATTGCHTTAGGTAAAATTACAAAT - - - -« - - - - - TGAAGTATETATEATAGTABAAGT TACGCECTTAAARTATAAATGTTAGTTBGG - - TA= -B- -« v e e
----------------------------------------- CCCAAATAGCATAGAGAGTABCAAATATTATTGCCTTAGGTAABGTACAAAT - - -« - - - - - - TGAAGTATCBATGATAGTAAAAGTTACGCAC == === ------------TBGG--TG- - ABRTCEARET ATT A ATTTT
------------------------ ATGGRGA -GTAT----A CCCmmmmmmmmmem e - BCCTT - - - - AJJAATTACAAAT - - - - - - - - - - TGAAGTATCTATEATAGTAAARG TBABGCACTTAAACTATAAATGTTA- - TBAG- - TAAARR- - - - - - - - - - - T ATT
----------------------------------------------------------------- GTCEArGTACTABTGRCTTAGGTAAAATTABAART - - - - - - - - - - TGAAGTATCTATGATAGTAABAGTTACGCAC- -« -« - - - cmcmmmc e o T oo - - TA- - - TTCRGTG T A T —TT

------------------------ AT TER-ATATAT- - - - - - cC
TICAT.A CCC- - —IA-TIGAIAGIAGCAAATATTATTGICTTAGGTAAAATTACAAAT
CCCAAATAGCATAGA AGTAGCAAITA——A GCCTTAGGTAAAATTACAAAT

------------------- ATACA
TA.TITITTI—IT.T‘ I H IG— ---A TR ABA TA.A— -TACTA TGCCITA GTAAAATTACAAAT

--------------------------------- CCHl- - -[8c A TAGAREG TAGCAAATACTRTTGCCTTARGTAAAATJACAAAT
CEAAATAGCATEGCABAGTAGEAAATATTATTGIRCT TAMGTAAAATTACA - = - = - - -« s - f sttt ot ottt oo

AA- - - -

IiTCAAATAGCATAGAIAGTAGCIAATACIAITGICTTAGGTAAAATTACAAAT
T - - & m o s o o e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e ddd i

----------------------------------------------------------------------------- ClTTAGHTAAARTTACAAAT

II IAIAITAICAAATACTATT CCTTAGGTAAAATTACAAAT
ABAET A

CAAATACTATTHRCCTTAGGTAAAATTACAAAT

------------------------------------------------------------ TGAAGTTCTATGATAGTAAAAGTTACGCATTAAACTATAAATGTTARET

cccaAAIAGCATAGA GTAG AAAT TTGCMTTAGGTAAAATTAAAAT - - - - - - - - - - TGAAGTATCEMGATAGTEAAANT TACGCACTTAAACTATABATGTTAGTTBGG - - - AAAATTT

CCCAAAIAGCATAGA GTAG AAAT CTRTTGC TTAGGTAAAATTAIAAAT ---------- TGAAGTATC.GATAGTIAAAITTACGCACTTAAACTATAIATGTTAGTT GG- - - AAAATTT

CCCAMATAGCATAGARAGEBAGCAAATACTITTGCIT THGGTAAAAT TACAIAT - - - - - - c o c e ool TH--TCTR@AT - - - - - - - - - - - oo oo
CCCAAATAGCATAGABAGTAGIAAATATTATTGCCT TAGETAAAGT TACAAAT - - - - - - - o - oot L L.
CCCAAATAGCATAGABAGTABCAAATACTATTGCCTIRAGGTAAAAT TABAAAT - - - - - - - ot e et A-emmm-- TTT
CTHAAATAGCATAGARAGTEGCAAARATIATTIICCTTAGGTAAAATTACAAAT - - - - - - - - - - TGAAGTATTATGATARTRAAAGTTACCACTTAAARTATAA - - - - - - - - TBGG- - TARG-@TT
CTCJJAATAGCATEGAAGTAGCAAATACTATTGCCTTAGGTAAlATTABAAAT - - - - - - - - - TGAAJTATCTATGATAGTAAAAGTTAIGCACTTAAACTATAAATGTTAGTT@GG - - TA- - - THT

--------------------------------------------------------------------------------- Bl AR BAraffTACAAAT

CCCAAATAGCATAGA AGTAGCAAATACTATTICCTTAGGTAAAATTACAAIT
CCCAAATAGCATAGARAGTAG AATACTITTGCCTTAGGTAIAATTACAAAT

CCCAAATAGCATAGA AGTA#AATATTATTGCCTTAGG AAAATTABAATE
------------------------------------------ BR-REG R TAGCAAARECRATT CITIA*AAT— S - TGAAGTATCTATGATRCEABAAGT TACCHACT TAAACTATAAA - - - - - -[BB- - TTTAAAA--T T.A— TT ATTT
- CCIAAATAGCATA A AGTAGIAAA ACTATTEICCT TAGGTAAAAT TACAAAT - = = = = = = = = o o o e o o e o o e o o f o o d o o e e o d e e e e e e e e e e oo - -AAG—TIT ------- TRATTT
CTCAAATAGIATEGCABAGTAGCAAATACTATTGCCTTAGGTAAAATIRACAAAT - - - - - oo oo ool

CCAAATAGCATAGATAGTAGCAAGTABTATTGCCTTAGGTAAAATTACAAAT = - = - - - - - oo oo ot ot o oL Lo L f ot oo

CCCAAATAGCATAGARARTARCAAATATTATTGCRTTAJJIGTAAAATTACAAAT - - - - - - - - - - TGAAITATCTATGATAGTAIAA.TAIGCACTTAAACTATAAATITTAGTT GG--TA--ATTT
CCCAAATAGCATAGABAGTAGCAAATACTATT - - - - - AGGTAAAATTACAAAT - == == -« - - - TGAAGTAJCTATGATAGTAAAGTTACGCACTTAAACTATAAATGTTAGTT@GG- - TA- - -CTC
CCCAAATAGCAT - -A AGTAGCAAATACTAITGICTTIGGTAAAATTAIAAAT ---------- TGAARTATCTATGATAGTAAAAGTTACICAJ|T TAAlICTATAAATGTTAGTTEGA - - - - - - - G
------------ AGTATGGAATICTATTGCCTTAGRTAABAT TABAAAT -« -« oo oo BBAGC-BA- -ATTC ATTET
----------- AGIAF !ITITTGCCTTAGITAAAATTACAAAT————————————————————————————————————————————————————————————T AA----- - - BT ATTT
CCAAATABCATABATAGTAGCAAATACTATTGCCITAGGTAAAAT TBCAAAT - - - - - - - - o oo f o oo f oLttt
CCCAMATAGCATBGABAGTAGCAAATACTETTGCCTTABGTAAAATTACAAAT -« - c o v mmme e TRBAA - -BAAAACHTRABE TITABA - - - - - - - e e e e
TAGCETAGABARTAGCAAATABTAT TICCT TAGGTAAAAT TACARBAT - - - - - - - - - - o - o oo o Lol

AGTABCAAATABTAT TEC T TAGGTAAAAT TACAAAT = = = = & = 5 &t ot m ot m & &t &t @t & ft &t @& @t @t & m @ ot &t a @t & e e e e e e e e e e e e e e e e e e e e e e e e eeaeaaaaaa
AGTAGHAAATACEGTGCCT TARBTAAAAT TACBAAT - - - - - - - c o m e m e n e T A A S & - s el
ABTA CAAATATTATTGCCTTAGGTAAAATTAC!IAT TTT

TAGABAGTAGCAAJTACTATTGCCTTAGGTAAAATTACAAAT IA- “ - LTTT.
CCCAAATAGCETAGABAGTAGCAAATEBTTATTGCCTTAGHTAAAAT TACAAAT -« -« - c o e o e e TR - TCTEBAACE THCRR TERA - - - - - - - - - e e e e -
CCCAAATAGCATAGAMAGTACAAATEBCTATTGCCT TAGGTAAAAT TACAAAT = = = = = & & 5 &t m ot &t &t &t &t &t &t t & @t @@t & @t @t &t @t ot & @t & @t @t ot &t it @t ot @t @t ot ff it @ f e @ fm e f e e e e e e e e ee e aeaaaa
CCCAAATAGCATAGAMAGTACAAATEBCTATTGCCT TAGGTAAAAT TACAAAT = = = = = & @ o ot m ot &t &t &t &t &t &t & @t @@t &t t & @t &t ot @@t &t e m ot e @t e &t it & @t &t @t ot f ot ot @ f e mf e m i e mf e e i e e e e ee i aaiaaaaaa

TACATRTTE - - TETH- -ATATATA-A
ACGGTETTA-TC TETHEA--------
ACGGTETTA-TC TETHEA--------

------------------------------------------------------ AGCATAIA GEABCAAAT TTITTGICTTAGGTAAAATTACAAAT——————————T————IAICTAIGATAGTAAAAGTTACGCACTTAAACTA AAATGTTAGTT GGCTIA——ATIT
IT-AA-T— - —ITAT ---------- CCCAAATAGCATAGAMA TAGCAAATATTATTGCCTTAGGIAAAATTAIAAAT ---------- TGAAGTATCTATGATAGTAAAAGTTACGCACTTIAICT TAAI ------- T ATTTAIGATTC
---------------------------------------- A TA.AA—TAITITTGCCTTAGGTAAAATTACAIAI————————————————————————————————————————————————————————————
IA.TIT.—TA— - - —T-A T - —IATATA --------- CCAAATAGCATEABARTAGCAAATATTATTGCCTT - —GTAAIATTACAAAT ---------- TGAAGTATCTATGATAGTAAAAGTTACGCACTTAAACTATAAATGTTAGTT
----- T CCCAAATAGCITA A AGTAGCAAATACTATTICITTAGGTAAAATTAIAAAT——————————TGAAGTATCTAIGATAGTAAAAITTACGCACTTAAACTATAIATGTTAGTT
CTC--mmmmmmm - AGTAGCAAATAC- - - - - - CT TG G T AAAAT TACAAAT - - - - - - - - o c ot ot oo oL ool
--------------------------------------------------------------------------------- A.TACAIAT——————————TGAAGTATCTATGATAGT————————————————————————————————
CCCAAATAICATAGA AGTEICAAATACTATT CCTTAIGTAAAATTACAAAT ---------- TGAAGTATCTATGATAITAAAAGTTACICAITTAAAITI ---------------------
---------------------------------- cCBAAATAGCATAGARAGTIGCAAATACIIATTGIICTTAGGTAAAATTACAAAT

T AAIAGCATAGA
cCBAAATAGCATEGA
CC AAATAICATIGA
CCCAAATAGCATAGA

TAGCAAATACT TTGC TT GTAAAATTACAAAT
AGTA CAAATACTATTICCTT GGTAAAATTACAAAT
AGTABICAAATACTATTGCCTTAGGTAAAATTACAAAT
AGTAGBAAATACTATTGICTTAGGTAAAATTACAAAT
A.AGCAAATACTITTIICTTAGGIAAIATTACAAAT
--------------------------------------------------------------------------------- CTTAGGTAAAATTAAAAT
---------------------------------------------------- EBlicCcliTArcAfaGTAG AAA ACTATTGCCTTAGGTAAAAT TACAAAT = = = = = & o o o s m e o e e e e e e et e o et e e e e e oo oo oo
---------------------- TCAR TR TRG AT TAT-----TEATATCCCEAATAGCATAGA AGTAIIAAA ATTETTRCCTTA TAAAITTACAAAT————————————————————————————————————————————————————————————
----------------------------------------------------- BAGCATAGAMAGTAGCAAATACTATTIEICTTA e e
TABE TR T ATAT----A CCCAAATAGCATAAMAGTAGCAAATA - - - - - CCTT————AIAATTACAAAT --------------------------------------------------------------------------------------------------------------
------------------- IAT.AIT-———IATATAA.CCCAAATAGCATAGA AGTAGCAAATACTAT TICCTTARGTAAAAT TACAAT - - - - - - oo oo ool
------------------------------------------------------------------------------- GCCTTAGGTAAAABTACAAAT - - - - - - CA e
------------------------------------------------------------------------------ T CT T AGH T - - AAT T AB A AT - - - - - - - - - oo Lo
AARRTE- CATAGAAGTAGCAAATACTATTGECTTAGGTAAAT TACIAAT - = - = - < -« - o -t -t e
AAATAGCATIGAIAGTAICAAATACTATT CCTTMGGTAAAATTACAAAT = - = -« - = - - - TGAAGTATITATGAT - = -« s e e e e e e e TBGG- - - -AAATTTRAGHET - - - - - -T-----
----------------------------------------------------------------------------------------------------- TGAAGTATCTABGATAGT - AAATIACICACTTAAACTATAAATGTTAGT - - - - - - TAfjA - BT TA T.A— —T-TIT

---------------------- A--ATHTE- -
----------------- ARBATATHA -

------------------- AAATAC.TT.CTTAGGIAAAATTT

CAAATAGCATAGAAGTAGCAAATACTATTGCCTTAGTAAAATTABAAAT
CCCAAATAGCATAGABAGTAGCAAATATTATTGCCTTAGGTAAAATTACAAAT
CICAAATAGCATAIA AGTAGCAAATAITITTICCTTAGGTAAAATTACAAAT
CCCAAATAGCATAGAMAGTAGCAABTATTATTGCCTTAIGTAAAATTACAAAT

AGTAGAAATACTATTGT TlIGGTAAAATTACAAAT
AGTAGCAAATACIATTGCCTT GGTAAAITTACAAAT
AGTAICAAATACTAITGCCT AGITAAAATTACAAAT

AGTAGCAAAIACTATTIiIETAGGTAAAATTACAAAT
e [¢

A.A AAATACTATT TAGGTAAAATTAIAAAT
CCCAAATAGCATAMANAGTAG AAATATT—TIGCCTTAGITAAAATTACAIAT
CCIAAAIAGIATA AGACRTE- - ---------- - AIAATTACAAAT
CCCAAATAGCATEGANMAGT GCAAATACTITTGICTTAIGTAAAATTACAAAT
CTCAAATAGC- - - - ABMABTAGCAAATACTATIIGCCTTAGGTAAAATTACAAAT - - = - - = = = - - TGAAGTATCTATGATAGTAAAAGTTACGCACTTAABCTATAAATGTTAGTT
CTCAAATAGC- - - - A AITAGCAAATACTATIGCCTTAGGTAAAATTACAAAT ---------- TGAAGTATCTATGATAGTAAAAGTTACGCACTTAABCTATAAATGTTAGTT
-------------------------------------------------------------------------------------------------------------- TGAAGTATCTATGATAGTAAAAGTTACGCACTTIA CTITAAI———————
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1.bed fm _1.bed 0 O n.bed g 1.bed fm 2.bed O O bcIn.fa _aln.fa
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size: 1313bp; fragments: 804, full length: 0 (>=1181.7bp)
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)ed g 1.bed fm 1.bed 0 0 n.bed g 1.bed fm 2.bed O O bcin.fa
size: 1642bp; fragments: 633; full length: 0 (>=1477.8bp)
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divergence to consensus (%)
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size: 1141bp; fragments: 755; full length: 2 (>=1026.9bp)

TE: rnd_4 family 2802
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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