Start crop Point End crop Point

1 MSA length = 1971 1

AAATCATTAAACAGGTATTTTACTTCAATATTTGAGAACAGCGATGTTGC === ===~ - - TTATTAATAAAGACCATTTATTATTATTATTATTATTAA GTTTTTAAT
------------------------------------------------------------ TTATTAATAAAGACCATTTATTATTATTATTARTTTTT ATTTT----TT
------------------------------------------------------------ TTATTAATAAAGACCATTTATTATTATTATTATTATTTA ATTTTCTTAT
AAATCATTAAACAGGTATTTTACTTCAATATTTGAGAACAGCGATGTTGC - === ===~ - - TTATTAATAAAGACCATTTATTATTATTATTATTATATT
------------------------------------------------------------ TTATTAATAAAGACCATTTATTATTATTATTATTATATA

AAATCATTAAACAGGTATTTTACTTCAATATTTGAGAACAGCGATGTTGC -« -« - = - = - - TTATTAATAAAGACCATTTATTATTATTATTATTATTAT
------------------------------------------------------------ TTATTAATAAIGICCATTTATTATTATTATTEITAITIT
------------------------------------------------------------ TTATTAATAAAGACCATTTATTATTATTATTTTTTTTT
AAATCATTAAACAGGTATTTTACTTCAATATTTGAGAACAGCGATGTTGC -« - = -« - = - - TTATTAATAAAGACCATTTATTATTATTATTA - - o - m oo e mmme e e o -
------------------------------------------------------------ TTATTAATAAAGACCATTTATTATTATTATTATTATTT
------------------------------------------------------------ TTATTAATAAAGACCATTTATTATTATTATTARTTfT7T
AAATCATTAAACAGGTATTTTACTTCAATATTTGAGAACAGCGATGTTGC -« - = - = - = - - TTATTAATAAAGACCATTTATTATTATTATTATTATTAT
------------------------------------------------------------ TTATTAATAAAGACCATTTATTATEH TERTEA- - ----------------
------------------------------------------------------------ TTATTAATAAAGACCATTTATTATTATTATTATTATTT
------------------------------------------------------------ TTATTAATAAAGACCATTTATTATTATTATTATTATATT
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2d_fm_1.bed 0_0_nbed g 1.bed fm 2.bed 0 0 belnfa alnfa clf After TEtrimmer 1971 bp
size: 1971bp; fragments: 96; full length: 11 (>=1773.9bp)
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TE consensus (bp) TE consensus genomic coverage plot (bp) TE consensus self dotplot (bp) TE consensus structure and protein hits (bp)



ed g 2.bed fm 1bed 0 0 nbed g Lbed fm 2.bed 0 0 belnfa After TEtrimmer Extended plot Blue lines are boundaries
size: 2154bp; fragments: 84; full length: 0 (>=1938.6bp)
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divergence to consensus (%)
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TE: rnd_4 family 2479
size: 979bp; fragments: 64; full length: 30 (>=881.1bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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