Start crop Point End crop Point

1 MSA length = 3405 1
TT————TTCTTCAAAAGACITCTGGGTTTTCGCCACTAGAAGAAAATCTACAAAAT ---------- TTTGTAGATTTTCTTCTAGTGGCGAAAAACCCAGAAGTCTTTTGAAGAAAT

AAAGTTAAATATTTATTARAAREA TTABATTA
TT TTTCTTCAAAAGACTTCTGGGTTTTCGCCACTAGAAGAAAATCTACAAAAT - = = = = = = = - - TTTGTAGATTTTCTTCTAGTGGCGAAAAACCCAGAAGTCTTTTGAAGAAAT TAABCHEAA-TATE@A - - TECAA TTTEATTA
------------------------------------------------------------ TTTGTAGATTTTCTTCTAGTGGCGAAAAABCCAGAAGTCTTTTGAAGAAATBG - - - = = = = - =« = x s m s s o s oo oo e i

---------------------------------------------------------------- 0 AcCCGCTAATATTTATTIcATREABEA TTAATTTA
------------------------------------------------------------- TTTGTAGATTTTCTTCTAGTGGCGAAAAAJCCAGAAGTCTTTTGAAGAAAT AAAAGTTAAATATTTATTEACAT A TTAAATTA
------------------------------------------------------------- TTTGTAGATTTTCTTCTAGTGGCGAAAAACCCAGAAGTCBTTTGAAGAAAT AAAAGTTAAATATTTA - ARACAAIREANEA TH--ATAA

-------- TCAAAAGACTTCTGGGTTTTCGCCACTAGHAGEAAATCTACAAAAT - - - -« - - - - - TTTGTAGATTTTCTTCTAGTGGCGHAAAACCCAGAAGTCTTTTGAAGAAAT

-TTCTTCAAAAGACTTCTGGGTTTTCGCCACTAGAAGAAAATCTACAAAAT - - == - == - - - TTTGTAGATTTTCTTCTAGTGGCGAAAAACCCAGAAGTCTTTTGAAGHAAT

------------------------------------------------------------- TTTGTAGATTTTCTTCTAGTGGCGAAAAACCCAGAAGTCTTTTGAAGAAA

------------------------------------------------------------- TTTGTAGATTTTITTCTAGTGGCGAAA- - - - - - -AAGTCTTTTTT- - - - -

ACA ABRA A CTAATTAA

AAC“TTA AT.TTICT AIAA A“— - - —ATIA

TCHBTTTARTATTTA - -BARAAREA TTTAATTA

---------------------------------------------------------------------------- TTTGTAGATTTTCTTCTAGTGGCGAAAAACCCAGAAGTCTTTTGTAGAMAT ATACGTTA:!TATTTA————————————————————————

---------- TTTGTAGATTTTCTTCTAGTGGCGAAAAACCCAGAAGTCTTTTTAA CT------

AAT
------------------------------------------------------------------ TTTGTAGATTTTCTTCTAGTGGCGAAAAACCCAGAAGTITTTTTTEARA MTTAAITTA

AAAAGTTAAATATTTATT
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size: 3405bp; fragments: 51262; full length: 0 (>=3064.5bp)
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TE: rnd_4 family 245

size: 2018bp; fragments: 26556; full length: 69 (>=1816.2bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)

2000{
/ / / / g
/
4 // / 7 // //// y 4
/
/ /
7/ // ,
VA /
1500| 7 o7 o
7 /
%, / 77
/
/7 d
1000 . >
P / s oy Ll S %y
7/ 7 g ‘, 7,7 9/
/
/
500 S S 7
/ /
/ 7/
d “ 7 y / s/ ” ,
/ P ., 7
AR , Ve P ,;’ y 4
0 | | | | | |
0 500 1000 1500 2000 2500 3000

TE consensus after TEtrimmer (bp)




