Start crop Point End crop Point

MSA length = 1047 1
AGATTETRGTRTATAAT TRABATTRACTAACTRATT - - - - - BAGABAGTT CAGTGATGCCAACTCBTGGGAAATTTCCCGATTCGTGGGAAATTTCGAGA- - -« - - - - - - ATTTTGACCGTCTTfrcGGAAATTCTTTTC GAAAGTTGGCAACHCTG
______________________________________________________________________________________________________________ ATTTTGACCGTCTTCGTGGGAAATTITATTTCGGIAAGTTGGCAACACTG

-------------------------------------------------------------------------------------------------------------------- AICGICTTTGTGGIAAATTCTATTTCGGATAGTTIGCAAIiIG
A

ATTTTGACCGTCTTCGTGGGAAATTCTATTTCIGAAAGTTGGCAARAR- - - - - - - - - - - - oo e e e e e e e e e e e e o s
ATTTTIACiITCTTTGTGGIAAATTCTATTTCG AAAGTTGGCAAC TG-
AT-TTGACHMGTCTTCGTGGGAAATTCTATTTCIGAAAGTTGGCAACACTG
ATTTTIACCGTIT TCGTGGGAAATTCTATTTCGGAAAGTTGGCAACACTG
BrroT GI!TTTGTGGGAAATTCIATTTCGGAAAGTTGGCAACACTG
ATTTTHA CGTCITCGTGGGAAATTCTAITTCGGITAGTTGGCAACACTG
ATTTTGACCGTCTTCGTGGAAARTJTATTTCGGAAAGTTGGCAACACTG
ATTTTGACCGTCTTGTGGGAAATCTATTTCGGAAAGTTGGCAACA - - -
ATTTTGACCGTITTCITGGGAAAT TATTTCGGATAITTGGCAAIACTG
ATTTTGCCGTCTTCGTGGGAAATTCTATTTCIGATAGTTGGCAACACTG
ATTTTGACCGTITICGTGGGAAATTITITTTCGGAAAGTTGGCAACACTG
ATTTTGCCGTCTTCGTGGGAAATTCTATTTCIGATAGTTGGCAACACTG
ATTTTGACCGTCTTCGTJGGAAATTCTATTTCGGATAGTTGGCAACACTG
ATTTTGACCITCTTCGTGGGAAATTTATTTCGGATAGTTGGCAACACTG
AITTTGACCGTITTCGTG AAATTCTATTTCGGATAGTTGGCAAIACTG
CAGTGATGCCAACTGTGGGAAATTTCRIGATTCGTGJGAAATTTCGAGA - - - - - - - - - - ATTTTGACCTCTTCGTJGGAAATTCTATTTCGGAAAGTTGGCAACACTG
CAGTGITGCCIACTCGTGGGAAATTTCCCGATTCGTGGGAAATTTCGAGA ---------- ATTTTGACCGTCTTCGTGGGAIATTCTATTTCGGATAGTTG AACACTG

CAGTGETGCCAATCGTGGGAAATTTCCCGATTCGTGGGAAATTTCGAGA - - - - - - - - - - ATTTTGACCGTCTTCGTGGGA ATTCTATTTCGGATAGTTGIAAIACTG
-------------------------------------------------------------------------------------------------------------- ATTTTGACCGTCTTCGTGGGAAATTCTATTTCGGATAfTTGGCAACACTG

-------------------------------------------------------------------------------------------------------------- ATTTTGACCGTCTTCGJGGGAAATTCTATTT ATHG
-------------------------------------------------------------------------------------------------------------- ATTTTGACCGTTTCGTGGGAAATTITATTTCHGATAGTTGGCAACACTG
------------------------------------------------------------------------------ CIAITCGTiIGAAATTTC AGA- - ------- —ATTTTGAICGTCTTTGTGGGAAATTCTATTTC GATAGTTIGCAACAITG
---------------------------- CAGTGATGCCAACTCGTGGGAAATTJCCCGATTCGTJGGAAATTTCAGA- - - - - - - - - - ATTTTGACCGTCTTCGTGGGAAATTCTATTTCGGATAGTTGGCAACACTG
ATATTHTEA CAGTGATGCCAACTCGTIGGAAATTTCCGATTCGTGGGAAATTTIIGAGA - - - - - - - - - - ATTTTGACCGTCTTCGTGGGAAATTCTATTTCGGATAGTTGGCAACACT
ATATTETEA CAGTGATGCCAACTCGTIGGAAATTTCICGATTCGTGGGAAATTT GAGA- - -~~~ -~ - ATTTTGICCGTCTTTGTGGGAAATTCTATTTCGGATAGTTGGCAACACT
----------------------------------------- AGTGATGCCAACTCGTGGGEAATTTCCCGATTCGTGGGAAATTTCJAGA- - - - - - - - - -ATTTTGA CGTCTTCITGGIAAATTCTATTTCGGATAGTTGGCAACACTG
ATRTTGACIGTCTTTGTGGAAATTCTATTTCGGATAGTTGJCAACACTG

ATTTTGACCGTCTTCGTGGGAAATTCTATTTCGGAAAGIT GCAACACIG
ATTTTIACCGTCTTTGTGGGAAATTCIATTTCGGATAGTT GCAACACTG
ATTTTGAICGTCTTCGTGGGAAATTCTATTTCGGATAGTT GCAACACTG

CAGTGATGCCAACTCGTGGGAAATJTCCCGATTCGTGGGAAATTTCGAGA - - - - - - - - - - ATTTTGACCGTCTTClTGGGAAATIICTATTTCGGATAGTTGGAAACTG
CAGTGATGICAACTCGTGGGAAATTTICCGATICGTGGGAAATTTIGAGA ---------- ITTTTGAC GTCTTTGTGGGAAITI—TAITTCGGATAGTTGGCAACACTG
--------------------------------------------- TGCCAICIC.GGGAIATTTCCCGATTCGTGGGAAATTTCGAGI— i eeeo - - - -ATTTTGAMCGTCTTCGTGGGAAATTCTATTTCGGA - - —ITGGIAAIACTG

ATTT-------- TTCGTGGGAAATTCTATTTCGGATAGTTJGCAACACTG

ATTTTGAlJCGTCTTCGTGGGAAATTCTATTTCGGA - - - [|TGGjarflaCTG

ATTTT- - - GTCTICGTG GAAATTCTATTTEGATAGTTG AAL
AGTGATGCCAACTCGTGGGAAATTTICCGATTC TIGGAAATTTIGAGA ---------- AITTTGA CGTCTTTGTG!IAAATTCTATTTEGATA ------
cAGTjaTGCcAACTCGT GGAAATTTCCCGATTCITGGGAAATTTCGAGA ---------- ATTTTGACCGTCTTCGTGGGAAATTCTATTTCGGATAGTTGGCEACHCc
------ TGCCAACTIGTG AAATTT.CGATTCGTG GAAATTTIGAGA——————————ATTTTGACIGTCTTCGTGGGAAA TCTATTTCGIATAGTTGGCAACACTG
--------------------------------------- GTGATGCCAACTCGIGGGAAATTTCCCGATTIGT GAAATTTCGAGA----------ATTTTG CCGICTTCGTGGGAAAT CTATTTCGGATIGTTGGCAACACTG
-------------------------------------------------------------------------------------------------------------- ATTTTGARCGTCTTCGTGGAATTCTATTTCGGATAGTTG|cAACACTG
-------------------------------------------------------------------------------------------------------------- ATTTTGA CGTCTTCGTI!IAAATTCTATTTCGGATAGTT GCAACACG
AT TGAA- - - - oo m o e e oo - TGICAACTCITGGIAAITTTCCCGATTCGTGGGIAATTTIGAGA ---------- ATTTTGHC GTITTCGTGGGAAATTCTATTTCGGAAAGTTG A-CTG

T AGTA - - - - e e e el ATTTTGACCGTCTTCGTGGGAAAT
ATAGAAG- - - - - - - - CAGTGATGCCAICTCGTGGGAAATITCCCGATTIGTGGGAAATTTCGAGA ---------- ATTTTGACCGTCTTCITGGGAAAT

TTACEE TRAGE TR TAA- - - -
TECTTEATARATGTAA- -TA

liTATTTCGGATAGITGGCAACACTG
------------------ TA T

TATTTCGGATAGTTGGCAACACTG

TRAT TR TEABRGA TAA- -TA AC CAGTGATGCCAACTCGTJGGAAATTTCCCGATTCGTGGGAAATTTCGAGA - - - - - - - - - - ATTTTGABMGTCTTCGTGGGJAATTCTATTTCGGATJGTTGGCAACACTG
TTAJTIAEITAA— - AT T GAA - - - - - = o o o o o e e e e e e e e e e e e e e e e e oo e ATTTIGAGA ---------- ATTTTG# ------- TGGGAAATTCTATTTCGGAAAGTTG.AA.CTG
------------- TCIT GAAITTTICCGATTCGTGGGAAATTTCGAGA——————————ATTTTGACCGTCTTCGTGGGAAATTITATTTCGGAAAGTTGGCAACACTG
AGTGATGCCAACTCGTG GAAATTTCCCGATTCGTIGGAAATTTCGAGA ---------- ATTTTGACIGTCTTCGTGGGAIATTCTATTTCGIAAAGITGGCAACACT
CAGTGATGCCARBCTCGTGGGAAATTCCCGATTGTGGGAAATTTCGAGA - - - - - - - - - - ATTTTGACCGTCTTCGTGGGAAATTBTATTTCGGATAGTTGGCAACACTG

CAGTGATGCCAAC CGTGGGAAATTTCCCGATTCGTGGGAAATTT——IGA ---------- ATTTTGACHMGTCTTCGTGGGAAATTETATTTCGGATAGTTGGCAACACTG
CAGTGATGCCAACT GTGGGAAATTTCCCGATTCGTIGGAAATTTIGAG ------------------ GTCTTCGTGGGAIATT TATTTCGIATAGTTGGCAACACTG
CAGTGATGCCAACTCGTGGGAAATTTCCCGATTIGTGGGAAATTTCGA ------------------------- GTGGGAAATT TATTTCGGAAAGTTGGIAACACTG

CAGTGATGCCAACHCGTGGAAATTTCCCATTCGTGGGAAATTTCAGA - - - - - - - - - - ATTTTGACHGTCTTCTGGGAAATTCTATTTCGGATAGTTGGCAACACTG
CAGTGATGCCAACHCGTGGEAAATTTCCCMATTCGTGGGAAATTTCIAGA - - = - = = = - - - ATTTTGACHGTCTTCBTGGGAAATTCTATTTCGGATAGTTGGCAACACTG
TTAT.T-TITIATTCA CAGTGATICCAACT GTGGGAAATTTCCCGATTCGTGGGAAAITTCGAGA ---------- ATTTTGACCGTCTTCGTGG - AAATT TITTTCGGATAGTTGGCAACACTG
------------------ TA CAGTGATGCCAACTCGTGGGAAATTTCCIGATTIGTGGGAAATTTCGAGA—————————————————————————GTGGGAAATT TATTTCGGAAAGTTGGIAACACTG

ATTTTGACIGTITT. ..................................

AT TTJACCGTCTTCGTGGGAAATTCTATTTCGGATGTTGGCAACACTG
ATTTI!ACCGTCTTCGTGGGAAAIT.ATTTCGGAAAGTTGGCAAIACTG
ATTTTGAC.TCTTTGTIGIAAATTCTATTTCIGAAAGTTGICAACAITG
ATTTTGACCGTCTTCGTGGGAAATTBTATTTCGGATAGTTGGCAACACT
ATTTTGACCGTCTTCGTGGGAAATTBTATTTCGGATAGTTGGCAACACT
ATTTTGACCHTCTTTGTGGGAAATTETATTIICGGAAAGTTGGCAACACTG
- -GTT AEBBT@TAA- - TABG ARG A T - - - - - - - - - - - - - o o e e e e e e e ATTTTGAC GTCTTTGTGGGAAATTCTATTICGGAAAGTTGGCAACACTG
TTATTMTATAATT— - —A.GIAT ----- BT TBREEGT - - - - - - - - - - - - - - - ATTTTGACHGTCTTTGTGGGAAATTCTATTTCGGAAAGTTGGCAACACTG
-------------------------------------------------------------------------------------------------------------- ATTTTGACCGJCTTTGTGGGAAATTCTATTTCGGAAAGTTGGCAARACTG
-------------------------------------------------------------------------------------------------------------- ATTTTGACCGTCTTTGTGGGAAATTCTATTTCGGAAATTGGCAACACTG
-------------------------------------------------------------------------------------------------------------- ATTTTGACCGTCTTCGTGGGAAATTITATTTRGGAAAGTTGjcAA T

ABABTETEETT A - - - - - THGAGTTGTEE  CEEGET - - - - - BB TREEGT - - - - - - - - - - - - - - - - ATTTTGACIGTCTTCGGGGAAATTCTATTTCGGATEGGRAAC

-------------------------------------------------------------------------------------------------------------- ATTTTGACCGTCTTCGTGGGAAATTIEATTTIGGAAAGTTG CAA
C

------------------------------------------------- BCBGTGATGCCAACTCGTGGGAATTTCCCGATTCGTGGGAAATTTCGAGA- - - - - - - - - -ATTTTGACCGTCTTTGTGGAAATTCJATTTCGGATAGTTGCAACACTG
----------------------------------------------------------------------- AATTTICGATTCGJGGGAAATTTCGAGA- - - - - - - - - - ATTTTGACCGTTTTGTGGGAAATTCTATTJCGGATAGTTGGCAACACTG
----------------------------------------------- ‘————————————————————————————————————————————————————————————A—TTTGICCITCTTTGTGGGAAATTITATTT GGAAAGTTGGCAACACHG
TA--------- CAGTGATGCCAACTCGTGGGAAATTTCCCGATTCGTJGGAAATTTCGAGA
-------------------------------------------------------------------------------------------------------------- ATETTRACCHTCTTCTGGGRAATTTATTTGGATAGTTGGCAACACTG
----------------------------------------- .T-CAGTGATGCCAACTCGTGGGAAATTTCCCGATTIGTGGGAAATTTCGAGA— e —ATTTTGACI!ICTTCGTGGGAAATT=.ATTTIGGATAGTTIGCAACACTG
-------------------------------------------------------------------------------------------------------------- ATTTTGACCGTCTTCGTGGGAAATTIITATTTCGGAAAGTTGGCAACACTG

------------------------------------------------------------ ATTTTGACCGTCTTCGTGGGAAATTJTATTTCGGAAAGTTGGCAACACTG
CAGTGATGCCAACTCGTGGGAAATTTCCCGATTCGTGGGAAATTTCGAGA - - = = = = = = - - ATTTTGACGICTTClTGGAAATTCTATTTGGATAGTTGGCAACACTG
ABTGATGCCAACTCTGGGAAATTTCICGATTCGTBGGAAAT TTCGAGA - - = - =« = - s x s m s m s m oot
CAGTGATIICCAACTCGTGGGAAATTTCCCGATTCGTGGGAAATTTCGAGA - = = = == == == oo o e - - CBrcTTTGTGGGAAATTITATTTCGlAAAGTTGCAACACTG
CAGTGATICCAACTCGTGGGAAATTTCCCGATTCGTGGGAAATTTCGAGA ------------------ CITCTTTGTGGGAAATT TATTTCGIAAAGTTIGCAACACTG
-------------- AATTTIBABGEAG - - - T oo ATTTTGACCGTCTTCRTCEBAAATTITATTTCGGAAAGT TGGCAACABRG
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1.bed_fm_1.bed 0 0 n.bed g_1.bed fm 2.bed 0 0 bcln.fa_aln.fa After TEtrimmer 1047 bp
size: 1047bp; fragments: 7612; full length: 3 (>=942.3bp)
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ved g Lbed fm 1bed 0 0 nbed g Lbed fm 2.bed 0 0 belnfa After TEtrimmer Extended plot Blue lines are boundaries
size: 1354bp; fragments: 6903; full length: 0 (>=1218.6bp)
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TE: md_4 family 2458 Before TEtrimmer 435 bp
size: 435bp; fragments: 1944; full length: 22 (>=391.5bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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