Start crop Point End crop Point

1 MSA length = 4524 1
-------------------------------------------------------------------------------------------------------------- AGGATTTTTTTGAJAGATGAATCCGCCACATAGGTATAGACATTTTTIAAREEAET
------------------------- AAAAAT - - - == - == - == - - - AA e AGGA-TTTTTTGGATACETEAR T CBCEA - TEHET
TTTTTABCAAAAATAATTATT - - - - - - - ] AGGATTTTTTTGGATAGATGAATCCGCCACATAGGTATAGACATTTTTTAARIEAGE T
TTTTAAT == -« - - - - TTATCTARTT - - AfARG TIAAATATATC T TATCCAAAAAAATCCTTCCTGGGTTTTTCGCCAC- - - - - - - - - - AGGATTTTTTTGGATAGATGAATCCGCCACAAAGGTATAGACATTTTTTAA KT T
TTTTTABCAAAAATAATTATT - - - - - - - ] AGGATTTTTTTGGATAGATGAATCCGCCACATAGGTATAGACATTTTTTAARIEAGE T
T-@TTAA- AABARAATTATTTACTTTAAAA AAAAAAATCCTTCCTGGGTTTTTCGCCAC- === - ===~ - AGGATTTTTTTGGATAGATGAATCCGCCACATAGGTATAGACATTTTTTAAGHEE ARMA
TRTTAATAAAAATAARTART TARITA - - - B TAAAAATATATCATTATATCCAAAAAAATCCTTCCTGGGTTTTTCGCCAC - - - - - - - - - AGGATTTTTTTGGATARATCERTCRB THATEEA - - - - - - - - - ------ - - - AR T
TTRTTA- - - o e o e e e 7 - | AGGATTTTTTTGGABAGATG - -« - v o v e ART A
-------------------------------------------------------------------------------------- AGGATTTTTTTGGATAGAT- -« -« - c - w o e o e m o T
T-TTTAA-AAAAABAATTATTTACTTTAAAARMTAAAAATATATCATTATATCCAAAAAAATCCTTCCTGGGTTTTTCGCCACH - - - - - - - - - AGGAT T T T TTTGGATA - = = - = m o m e e e o e o e o e o e e em e mee oo A
CBTTTAA-AAAAAT -« - caciea e TAAAAATATATCATTATATCCAAAAAAATCCTTCCTGGGTTTTTCGCCAC - ------=- - AGGATTTTTTTGGATABE TEAAT THCCIIBAAARE - - - - - - - - - - oo
TTTTRAATAABABT - - TTATT -« - e e e s BB - - - - - - - o s m oo m oo AGGATTTTTTTGGATAGATGAATCCGCCACAAAGGTATAGACATTTTTTAARMEABER- - -
-------------------------------------------------------------------------------------------------------------- AGGATTTTTTTGGAT AT THAR T TG AT - - - - - - - - - - - - - oo oo
TTEHBA--------- TTATCTACTR------- THAAAATATATEATJATATCCAAAAAAATCCTTCCTGGGTTTTTCGCCAC - - - - - - - - - AGGATTTTTTTGGATAGATGAATCCGCCACATAGGTATAGACATTTTTTA- -
CTTETAA-AAABAT--TTATC-BCTTTA---BB----@ATATRTC- - TABATCCAAAAAAATCCTTCCTGGGTTTTTCGCCAC - = - = - - - - - AGGATTTTTTTGGATAGATGAATCCGCCACATAGGTATAGACATTTTTTA
C TAA-@BAAART - - TTEB@TTACTT- - - -- TAAAAATATATCATTATATCCAAAAAAATCCTTCCTGGGTTTTTCGCCAC - == === - = - - AGGATTTTTTTGGATAGA- - - - - CAcTCRcRARCE TABETACTGTE TR A
-------------------------------------------------------------------------------------------------------------- AGGATTTTTTTGGATAGATGAATCCGCCACATAGGTATAGACATTTTTTAA
-------------------------------------------------------------------------------------------------------------- AGGATTTTTTTGGATAGATGAATCCGCCACATAGGTATAGACATTTTTTA
EI ..TT TT .AIA-TTATCFTTCG— - I --------------------- AAAAAAATCCTTCCTGGGTTTTTCGCCAC--=--=--- - - Tl i T N
TTHT JA AAAAAT - - TTAT TT--AAABGTAAAAATATETCATTATATCCAAAAAAATCCTT T GGGTTTTTCGCCAC - - - - - - - - s - s s s m s m ot m e m el

-------------------------------------------------------------------------------------------------------------- AGGATTTTTTTGGAJAGATGAATTCGC
-- - -[BGATEGEE BT T Cr-------- - A - AGGA - TTTTTTGGATAGHTIAET Tl
-------------------------------------------------------------------------------------------------------------- AGGATTTTTTTGGATAGATGAATCCGCCACAAAGGTATAGACATTTTTTAA
AGGATTTTTTTGGATAGATGAATCCGCCACATAGGTATAGACATTTTTTAA
-------------------------------------------------------------------------------------------------------------- AGGA-TTTTTTGGABAGATGAATCCGCCAC- - AGGTATAGACATTTTTTAA
-------------------------------------------------------------------------------------------------------------- AGGATTTTTTTGGAAGATGAATCCGCCACATAGGTATAGACATTTTTTAA
-------------------------------------------------------------------------------------------------------------- AGGATTTTTTTGGABAGATGAATCCGCCACATAGGTATAGACATTTTTTAA
TTTTTAA-AA AATAITTAIT AC- -CAARA AGGATTTTTTTGGABARA TG - = = = = & & ot o i i f i f f f e f e e e e e e e e o= -

TTT A

- TTTAA-AAR- - - -TTA- - AC————AA ACBAT T TTTTTGOATARA - -« - - o e oeme e e oo C ARG - - - - - - - - - TTT - -

TTRETAA-AABAAT - - TTEETTABTTTG- - - AGGATTTTTTCERG T THABRT - - TTC A

TTTTTHATABAAAT - - TTRTT------- T e e T e e T
TTTTTARTAAAAATAATATT - - - - - o AAARRE - - - - - - - - - o o f o oo oo oo o i o e o e et o et e oot e e e e AGGATTTTTTTGGATAGATGAATCCGCCACATAGGTATAGACATTTT

TTTTTARTAAAAATAATEATT - - - = = < - AAARNRE - - - = = = = = = = = = =@ o @ oo mm e o e m e o e et ot oo e ot e e e e oo AGGATTTTTTTGGATAGATGAATCCGCCACATAGGTATAGACATTTT

- -TT -BAABATAATTA- - TA-------- TAAAAATATATCATTATATCCAAAAAAATCCTTCCTGGGTTTTTCGCCAC- == ---=- - - AGGATTTTTTTGGATA

AGGATTTTTTTGGAT
IGI—TTTTTTTGGATA
AGGATTTTTTTGGITA TGIAT
AGGATTTTTTTGGATARATGAATCljcljacaT
AGGATTTTTTTGGATA ATIAA!-!TCA.T’ ---------------
AGGATTTTTTTGGATAGATGAATCCGCCACATAGGTATAGACATTTTTTAA
GCB- TTTTTTTGGATAGATGAATGCCRECRA- - - - - - - - - oo
AGG TTTTTTTGGATAGITGAAT"C"T ------------------
GETTTTTTTGGATAGATGAATCCGCCACATAGGTATAJACATTTTTTA
I - -TTTTTTGGATAGATGAATCCGCCACATAGGTATAGACATTTTTTA
AGGATTTTTTTGGATA - = = = = = m m e e e e e e e e e e e e e e e o

AGIATTTTTTTGGATAGATGAATCCGCCACATAGGTATAGACATTTTTTAA
AGGATTTTTTTGGATARATEART TG TETCBAAGGTAR- - - - - - - - - - A

AGGATTTTTTTGGATl- - - -IATcli _____________________ -A.TI

AGGATTTTTTTGGATAGATGEATTC AT AT A - -
AGGATTTTTTTGGAlIGATGAATCCGCCACATAGGTATAGACATTTTTTAA
AJJGBTTTTTTTGGATAGATGAATCCGCCACATAGGTATAGACATTTTTTAA
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d fm_1.bed 0 0_nbed g 1.bed fm 2.bed 0 0 belnfa alnfa clf: After TEtrimmer 4524 bp

size: 4524bp; fragments: 73924; full length: 0 (>=4071.6bp)
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ed g 1bed fm Lbed 0 0 nbed g Lbed fm 2.bed 0 0 belnfa After TEtrimmer Extended plot Blue lines are boundaries

size: 4945bp; fragments: 50310; full length: 0 (>=4450.5bp)
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divergence to consensus (%)

TE: rnd_4 family 245

size: 2018bp; fragments: 26556; full length: 69 (>=1816.2bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 10/10/25)
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