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1 MSA length = 2663 1
---------- CAAATAATAG ATA---------------AATGGGACAACTTACTAGCGTCACATAGCCTCTCCTATTCAATTCCGACT----------CACCGATGGCGGCGGGGATGCGGATGTCATCAGCAGGATAAAGAAGGCAC

TEACAAABATTAG ATGCGAATATATGATGCAGTAACTTACTAGCGTCACATAGCCTCTCCTATTCAACTCCGACT --=-=-=-=-=---- CACCGATGGCGGCGGGGATGCGGATGTCATCAGCAGGITAAAGAAGGCAC
ACAAGHEIATTAG ATGCGAATATATGATGCAGTAACTTACTAGCGTCACATAGCCTCTCCTATTCAATTCCGACT --=-=-=-=-=---- CACCGATGGCGGCGGGGATGCGGATGTCATCAGCAGGATAAAGAAGGCAC
——————— ATAAAAG ATGCGAATATATGATGCAGTAACTTACTAGCGTCACATAGCCTCTCCTATTCAATTCCGACT-=-=--------CACCGATGGCGGCGGGGATGCGGATGTCATCAGCAGGATAAAGAAGGCAC

T N ¢ - CACCGATGGCGGCGGGGATGCGGATGTCATCAGCAGGATAAAGAAGGCAC
TTACAAATGATA -GAATT TAGATATT TT GG - - - - o o o o o o o o o o o o o o o o o c o o o o o o o o o o o o o o o e e e o i oo
---------------------------------------------- BTG - e e e e .. .........-._._-CACCGATGGCGGCGGGGATGCGGATATCATCAGCEGGATABAAAAGGCAC
L N e e CACCGATGGCGGCGGGGATGCGGATGTCATCAGCAGGATAAAGAAGGCAC

AT GO T AT G C - - - - e - e e e e et CACCGAJJGGCGGCGGGGATGCGGATGTCATCAGCAJGATAAAGAAAGCAC
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d_uf.bed g 3.bed fm_1.bed 0 O bcin.fa_aln.fa cl.fa_gs.fa ce.fa I After TEtrimmer 2663 b P

size: 2663bp; fragments: 125; full length: 4 (>=2396.7bp)
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divergence to consensus (%)
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size: 2853bp; fragments: 100; full length: 3 (>=2567.7bp)
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TE: rnd_4 family 1796
size: 2765bp; fragments: 529; full length: 14 (>=2488.5bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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