Start crop Point End crop Point

MSA length = 631 1

ATTGIATAAAAA TAAGAAAGGAGTCAAATACTATTTTTANATERA T
CATTGAATAAAAA ACTAAGGAAGGAITCTAAT‘TATTTT——T TTCBT
A

CA———.TAAAA— ACTAAGEAAGGAGTCHAATARTATTTTTATATTCAT

Acmmmme e AANG AIGA TAATACTATTTTTATATTCAT
CATTGAATAAIAA CTAAGGAAGGAGT ——ATACTATTTTTITATT ATGC - = = = o o o - - - AITAAATTTATTGA TCAACGTAAAACAA. -------------------------------------------- AIA.A.A CTG
CATTGAITAAAAA ACTIAGGAAGGAG CTAATACTATTTTTATATTCEBT AATAAATTTATTGA TIAACITAAAACAAAACCACAAATTATTGAGTCT TT TATTTTAAIA.TTIAATIA——ATTAGAACG CACTGA

CA = = = o m m o m m e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e ae e aeaaaa TT

--A TTAAAAANRG T T ERGEEEES A - - - - - - - - - - - - - - - - - GEABAAAAAR- - - AAGAAAGIRAGTCTAABACTATTTTTATATTCATEC - - - - - - - - - - AARAAATTTATTGACTEAACGTAAAACAAAACCACEAATTATTGAGTCT TTTATATTTTAA CACTGT
--A TTAAAAARG T T ERGEEES A - - - - - - - - - - - - - - - - - GIAIAAAAA - - —AAGAAAGIAGTCTAAIACTATTTTTATATTCAT C-----n-en-n-- AAIAAATTTATTGACTIAACGTAAAACAAAACCACIAATTATTGAGTCT TTTATATTTTAA CACTGT
———————————————————— T - --ABCHTTGAATAAAAABACTAAGGAAGGAGTCTAATAC ATTTITATATTCAT T--------- —AATAIATTTATTGACTCAA.TAAAACAAAACCACAAATTATTGA— I L IR —IETTTTAA CA“G
—————————————————— AANET ---A ATTGAITAAAAA CTAAGGAAGGIGTCTAATA TATTTTTATATTCAT TTATHERTTT AN G
—————————————————— AA GA-A ATTGAATAAIAA CTAAGEIIAAAGAGTCAAATARTATTTTTATATTC - = = = = = = = = = s e o e e o o e e o e e oo m o - - - TTTATATTTTAA TERAAARAAAABTAGAACGECACTGA
————————————————————————————————— ATTIAATAAAAA ACTAAI!AAAGAGTIAAATACTATTTTTATATT—AT TTTATATTTTAA TT AAAIA— - - -TAGAACG CA.A
AAAABAC TTTATATTTTAA TTHAAA AAAATTIGAACG CACTAA

AAAA

AAGGAAGGAGTCTAATACTATTTTTAiITTIAT
AC

------------------------------- A-G ATTGARNA
--------- GAAT AAGGAAAJAGTIAARTACTATTTTTAATTCA e e e e e e e e e e e e e e e e e
AC—AAGGAAGGAGTCAAATAITITTTTTATA———AT GA - - TIA

CATTGEATAAAAA CA
IITAAAAA CT--GAAAGGAGTITAATACTAT TTTTATATTCETEC - = - - = = = = = - == o oo oo e oot oo oottt CHCAITAT
ACT.GAAIAEGTCAAATAITATTTTTATATTI!T --------------------------------------------------------------------------------------------------------------
AC-AAGGAAGEEGTEAAATACTATTTTTATATTCATINT - - = - -« o oo e oo oo ettt o et o oottt oottt ottt
--------------------------- ABATARTAT T TTTATATTIATEC - - - - - - - - - - oo oo oottt oo ool
ACBAAGGARGGAGTCTAATACTATIT TTATAT TCATEC - - - - - - - o - o m o m oo ottt oo gclc A puacly TN Gy PYCAYC CIY- el TN (e [oNc (e |
AC-AAAAAGAGTAAATACTATTTTTATRTIAT TTTRTT T---- - oo
CTAAGGAA-GAGTCTAAJJACTATTTTTATATTCAT TR AaTATTTTAAARE T TRAAARAAAATTAGAACGClcTGAY
AC-AAGGARGGAGTCAAATARTET TT T T ARG T TCATIC - - - - - - - - - oo oo n o o oLooooooooooo--
TTBATATTTTANBAEEE TRABABEA AR T THEA AR CABTA
85 g1 nkaket NG5 8 € Ao
TTTATATHET

TTTATATTHETA
TTTATA TA

CATTIAATAAAA
------- TTGAATIAAAA
GGAA CATTIAATAAAIA
- -AMICA- - - e e AAIGAAAGAGTC——ATACTATITTTATATTCAT
ITA-AIA.AITT --------------------------------- CATEIAATAAAAA ACTAAGGAAGGAGTCAAATAITATTTTTATATT— T

GAATAAAAABAMITAAGGAAAGAGTIITAATACTATTTTBATATTCA
ATTGAATAAAAA ALAIGAAAIGIGTLAATACTATTTTTATATTC THC---------- AATAAAT T TGIME- - - - - - - - - e o e e e
------------------------------------------------------------ AffTaraTTTATTGACTAA G TAAAACAAAACCACAATTAT]|GAGTCTANC

TT AT.AAAT.GA.G

TTHRAAA- - - -ATTAGAACGECACTGA

-------------------- AGG - - - —TAAIA TATTTTTATATTCATEBC- - ------- —AATAAATTTATIGACTCAACGTAAAACAAAA.ACAAATTA— c-e------lC TTTATATTTTA T.AAATTAGAACG CICTA
CATTGAATAAAAABACTAABAAAGEAGT CAATARTAT T TTTATATTCATINC - - - - - - - - o oot oot oot oo oo

ABCA- - - - ool TAATACTATTT TATATTCIT ---------- AATAAATTTATTGICTCAACGTAAAACAAAA.A.AATTATTGAITCTA TTTATATTTTAA
G ETARATATTIE TA-AA------- TGE TATTAAF TRGTTTT-- - - - CATTEAABAAAAABACTAAGAAAAGEGTCTAATICTAT T TGATATTCATINT - - - - - - e oo oo TTTATATTTAA
--------------------- ITITIT AGT T --A-GABcATTGAABAAAAABACTAAGGAAGGAGTCTAA TATTTTTATATTCATEBC- - - - - - - - - —AATAA.TTATTIACTCAAIGTAAAICAAAAC-AAATTATTGAGTCTA C TTTATATTTTA
--------------------------------------------- GAJICATTGAJTAAABABACTAAGAAAGEGTCAAATARTATTTTTARATTA e e e e e e e e e e e e e e e e e e e e e e oo oo
------------------------------------------------ CATTGEATAAAAAGACTEAGGCAAGGARBCTAATACTIRT TT T TATATTCATET = - - - = - = - - o - oo o s m oo oottt TARTTTE Tl TRl A BABE T TRAR A AAGE TEEA
-------------------------- .- -BBCATTGAATAAAA ACTAAGIAIGG GTCTAAIACTATTTTTATATT AT ——————————AATAAATTTATTGACTIAACGTAAAACAAAACCACAAATTATTIAGTCTA CHTART TTABAT T TTAARARG T TRAAABAAAATTAGAACG

------------------------ A-A!CATTGAA.AAA ANARIIAGGAAGGAGTCTAATATATTTTTATATTA

------------------------ A---CITTGAATAAAAA ACTAAIGAAGGAITCIAATACTATTTTTATATT AT ——————————AATAAATTTATTGACICAACGTAAAACAAAACCACAAATTATTGAGTCTA CHTA TTTATATITTA ACGTT

"""""""""""" AA-----TTGAATAAAAA CIAAGGIA—GAGTCTAITACTATTITTATATTCAT ——————————AATAAATTTATIG------------------_________--__-_____ C TAGTATTTTAGEA Ti

———————————————————— AA- - -BATTGAATAAAAA- - - - ABGGAAGGAGTITAATACTATTTTTATATTCATET - == === == s mm s msmmmmoemomooeooeo oo oo ICETATBETATRTTTTA T

---------------------------------------------- ABCA------oee e MGABGGAGTCAAATACTAT TTTTATAT TBETET - - - - - = - - - = = - oo oot oo oo oooloLoLoLoLoLoLo.o.o.-o.
AA---CA-TGEATAAAA ACTAAGAI!

!

AGAGT CAAARAR T AT T T T TATATTCATINC - - - - - - - oo e oot oo oo oo
ATTGAATAAAAABARBAAGGAAGGAGT CAAGTACTIRT TTTTATATTIATIE - - - - - - - - o - - ool

AC-AAGGAAGIRAGT - - -BBACTAT T T TTATAT TIATIIT - - - - - - - oo oo oo oo oo oo oo
ACTAA- - - -GGAGTC--ATACTATTTTTATATCATIIC - - - - - - - o oo oo e e e e e e e oo o B AT TTATRTTT ABRE T AATRAARA ACACTAA
ACTABGAAAGGAIRT CTARTACTAT T T TTATABGBCATEC - - - - - - - - - o n o m o oo A TT1TATTTT ABA AlABAAAATEEGEA CREAlTAA
--------------------------- AAATA - - ATTTTTATATTCATIC - - - - - - o o o e e e e e e e e e e e e e e e e e e e e e e e e e e e o TG T T TG T BT T - - - -
CATTGAATAAAAAACTAAGGAAGGAGTCTBATACTAT T TTTATATTCATET = - = - = - = - - oo oo o m oo oottt HTA TTATITTTTAAIA.TTIAAAIAAAITTAGAACGICACTGA.
ATTGAATAAAAA AiIAAIGAAAG-TAATACTATTTTTAEITTCAT
AAGARICATTGAATAAAAABABTAAGGA - - - AGTCTAATACTATTTTTAJATTRAT
A----CRTTGAATAAAAARARTAAGGAAGGATIITAATACTATTTTTATATTCAT
ciTTrATAAAAA ACTﬁIGAAGGAGTCTAATACTATTTTTATAITCAT
-------------------------------------------------- TTGAATAAAARACTIBGGAAGAGTCAAATARITATTTTTATATTAT
------------------------ TITmAIT-GG—A CA—TGAATIAAAA ACTAAGGAI!GA-TAATACTATTTTTATATTCA e BC@TER T TTATATTRGAAGABG T TTEAAABA - - —IEAGAACGICACTGA.
G/ ABEGAECRG AT TA-A~AGETETTTACT AGT A TTGAATAAAARBTACEBAABGAAAGAGTCTAATACTAT TTTTATABTCATEC - - - - - - - - - oo oo oot oo AATIARA AR
---------------------------------- ATTTTTATATTCAT
AITAAIGAIGGAIT AAATACTATTTITATATTCAT
ACTAAGGAAGIAGT TAATAITATTTTTAIEITCAT
AlTAAGGAAGGAG|C- -ATACTATTTTTATHTTCAT
AT

ACTIAGGIAGGA TCTAATACTATTTTTATATT
AITAAIGAAG AGTCTAAT-CTATTTTTATATCAT

TTTT
00 0

---------- AATAAATTTATTGACTBIAACGTAAAA AAAACCACIAATIATTGAGTCIA C TA—TTTATATTTTAAIA.TT AAABAAAATTAGAACGICACTGA
---------- AATAAATTTATTGACTCBACGTAAAACEAA - - - - - - oo o .. _BCBRTART TTATATTTTAA AA AAAAITAGAACG CACTGA
---------- AATAAATTTATTIACTCAACGTAAAACAAAACIACAAATTATTGAGTITA CB AT TTATATTTTAA- - - - - - - - - - - - AAATTAGAACGHCACTGA
---------------------------- GTCTIATA TATTTT ATATTCIT c@8TA TITITTI—————————————-TT.AAIG CA
GGAGTCTAATHTAT T T T TR T AT TCATIC - - - - - - - - o L o o o o e o o e e o e b e e o b o e o o e e e e e e e e e e e e e e dee e oo
hAIAAAAA ACTAAGGAAGGAITCTAAT CTATTTTTATATTCAT TTATAT.TAA

------ CATTEATAAAAA ACTAAIAAAGGAGTCIAATACTATITITATATTCAT TIATITTTTIA
------ ABCHTTGAATAABAABACTAAGGAAAGAGTCTAATACTET TTTTATAT TIATEC - - - - - = - = - = - - - o - s e f oo f L L Lo Lo

S oA
ABGTT AAAAITAGAICG CAITG———
ACGGTT

AAAATTAGAACIEC
T AT AT C AT BC - - - - - - - - - s - e - m e oooooooooo.-
TTTEBTATTCAT@C- - -------- AATAAATTTATTGICTCAACGTAAAACAAAACCACAAITTATTGAGTCIAICIT“TTATATTTTAA“TTIAAAIAIAAITAG.C1— - —TGAI
clT TT G

—————————— AATAAATTTATTGACTCAAIGTAAAACAAAACCAIAAATTATTGAGTCTA TTATATTTTAA AAARAAAATTAGAACGECACTGA

.TITIT.T-T-AG -A TTGAATAAAA

--------------------------- A CATIGAATAAAA ACTAAGGAAGG GTITAATACTATTTITATATTCAT
------------------------------------------------ CITTGAATAAA ABBCTAAGGAAGG GTC——ATACTATTTTTAIATTCAT

AAA
AAA

C TTGAATIAAAA ACTAAGAAAGGAGTCTAITACTATTTTTATATTCAT T e em e oo o AATA—ATTTATTGACTCAACGTAAAACAAAACCACAIATTA --------- CRTARTTTATATTTTAA
------------------------------------------------ CATTGAATAAAAA ACTAAGGAAAGAGICTAATACIATTTTTATATTCAT Cmmmm s e e e e e e e e eiie e e eeeiee e oo oo o - - AACCACAAATTATTGAGTCTABCE TEBR T TTATATTTTAA
ITA-A.AITIA———— TmrATE--------------_ A TTGAATAAAAA ACTAA.AAG.GTCTAATACTAT
------------------ ALACGETE T T A.T-A—AA ATTGAATAAAAA AITAAGGAAGGAGICTA——ACTAT
------------------------------------------------ CATTGAATAAAAA ACTAIGAAAGGAGTCTAATACTATTTITATATICAT
AGAAMICATTGAATAAAAABACTAAGGAAAGAGTCAAATACTATTTTTATATTCAT
CATTGAATAAAAABACTAAGGAAG AGTITAATACTATTTTTATATT.T
CATTGAATAIAAA ACTAAGAAAGBIAGTCTAATACTATTTTTATATTCAT

CATTGAATAAAA ACTAAGGAAGGAGICTAATACTAITTTTITATTCIT --------------- TATTIACTCAACGTAAAACAAIACCACAAATIATTGAGTCTA C
CA m = o m m e e e e e e e e e e e e e TTTATTGACTCAACIITAAAACAAAACHACAAATTATTGAGTCTANC ﬁ
____________________________________________________________ C

---------- AATAAATTTATTGACTCAACGTAAAACAIAICCAIAAATTATTGAGTCTAICITAITTTATATTTTAAIA.TTIAITIAIAATTAGAACG CACTGA
------------------------------------------------------------------------------------------ AABTTGAA CACTGT

TTTAIATTTTAA ABBTTRAAA
TTTATATTTTAANARG T THAAA AAAITT-G
TTTATATTTTAARARE T THAAA
TTTITITITTA AAT

A--ATTAGAACG

CA- s s mmmmmmm e A GGAGTCAAATACTATTTTTATATTHGEC - - - - - - - - - - AITAAATTTAITGA ------------------------------------
AAAA-GAACG

AA

CA------- IAAA ACTA!IA AGGAITCAAATAITATTTTTATATTCAT
CATTGIATAAAAA ACTAAGAA GGAGTCAAATACTATTTTTA-T.T
CATTGAATAAAAABACTAAGGAAGGAGTCTAATACTTTETATATTCAT
ATHGAATAAAAARIA TAAGGAAGGAGTCTA-!TTTTTATAITCAT
CAI!GAATAAAAA CTAAGGAAAJAGTCTAATACTATTTTTATATTCAT
---------------------- GAEITAATACIATTTTTATATT.T
ABCATEGAATAAAAABACTAAGGAAGGAICTAATACTATTTTTATATTCAT
ARATTGAATAABARACTAAGAAAGAGTCAAATACTATTTTTATATTCT
AITIAIGI!GGAGTCTAATACTATTTTTAIATTCAT
ACTAAGAA - GGAGTIIAAATACTATTTTTATATTCA

---------------------- TAATECTATTTTTATATTCAT
----- GAATAIAIA ACTAAGGAAGGAGT AATACTATTTTTAT.TCAT

AlC TTGAATAAAAAIACTAAGGAAGGAGTCTAITAITATTTITATATTCAT

T
TARTT TEC T A
CHTA

T AAAATTAGAAT - - - - - - - - - -

—————————— AATAAATTTATTGACTC.CGTAAAACAAAACCACAAATTATTIAGTCTA CRTARTTTATETTTTAARARET
TTTATABTTTAARA -BT TIRAAA




AR W™ S o MY LY
LR T

End crnp Point

oo TRy oy
B e

R e e

ﬂﬂﬂﬂlﬂlﬂfﬂlﬂﬂlﬂﬂﬂ"' -

H ,lw ”l Jr—————

4 M | 'li'l:il'l 1 |., !lI , IHIIE.._.._...__ Y S

q'i

I' m

— il I HH

O WANEREET T e I[-[II

. | | ||1

.ﬂi 1 \ [ \‘

| ““ |H| “ Il H'ili.i;i""'i |

iIHI !II |: ii Iili |!|| || 1 04|
: ' “ ||“ oo R YR o o U TR TR ]

eltlE :T...T:':m"r:'*_mmmm& i

Al H 'l:'- i |r Tt WME%MWM
A el

r’ il W s et
HH||'. '|'|’| !lil il ‘ m
Tl” it
ﬂ {|| lll" |||"‘ || 1

I,I | || ____ Elir I B

lmmnm-_ |

| [ R R IRRRLTRIL B B DR L

el

Ml — T
i e mnmmm:wmm-lﬂ
I Ui e

il e




b.bed uf.bed g 1.bed fm 1.bed O O bcin.fa aln.fa_cl.fa_gs.fa ce. After TEtrimmer 631 b P

size: 631bp; fragments: 803; full length: 48 (>=567.9bp)
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fastab.bed ufbed g Lbed fm Lbed 0 0 _belnfa ainfa clfa gs After TEtrimmer Extended plot Blue lines are boundaries

size: 960bp; fragments: 371, full length: 0 (>=864bp)
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size: 352bp; fragments: 516; full length: 0 (>=316.8bp)

TE: rnd_4 family 1553
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Before TEtrimmer ORF and PFAM domain plot
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Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)

7
y

250

200

y
I &
100// %

s

/ ///
J g
/////

gl
o

0 100 200 300 400 500 600

TE consensus after TEtrimmer (bp)

[E consensus before TEtrimmer (bp)




