Start crop Point End crop Point

1 MSA length = 1649 1
TTGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATAATATATGATG--------- - TCCGATGAAAAGCTGCCGTTCGCAGTGGTAGTTGTTTAAAAAACGCTACAA

TGTAACGTTTTTAGTTCGTTACATGICTTTTTTATATATAATATATGATG —————————— TCCGATGAAAAGCTGCCGTTCGCAGTGGTAGTTGTTIAAAAAACGCTACAA
TGTAACGTTTTIAGTTCGTTACATGTCTTTTTTATATATAATATATGATG —————————— TCCGATGAAAAGCTGCCGTTCGIAGTGGTAGTTGTTTAAAAAACGCTACAA

GTTTGA

GTIIGT

ATTTGA

TTTAAA TTTAA-TTT
TIGAAA TTTAA-TTA
TTTIAG

---------------------------------------------------------------------- ACATGTCTTTTTTATATATAATATATGATG----------TCCGATGAAAAGCTGCCGTTCGCAGTGGTAGTTGTTTAAAAAACGCTACA - = = = = = = = % m s mm e m ot e i e m it e m e o e m e e e e o e
--------------------- TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATAATATATGATG- - - - - - - - - - TCCGATGAAAAGCTGCCGTTCGCAGTJGTAGTTGTTTAAAAAACGCTACAA ACTAAA
ATTTGT TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATAJJATAATATATGATG- - - - - - - - - - TCCGATGAAAAGCTGCCGTTCGCAGTGGTAGTTGTTTAAAAAACGCTACA TTTGGC

ATTTHA TTGTAACGTTTTTAGTTCGTTACATGTCTTTGHT - - - TATBATATATGATG - - = - = - - - - - TCCGATGAAAAGCTGCCGTTCGCAGTGGTAGTTGTTTAAAAAACGCTACAA
ATATGA TT TATITATAAAA.TIATI ---------- TCCGATGAAAAGCTGCCGTTCGCAGTGGTAGTTGTTTAAAAAACGCIACA
------------------------------------------------------------------ T TPATATATARAATATGATG- - - - - - - - - - TCCGATGAAAAGCTGCCGTTCGCAGTGGTAGTTGTTTAAAAAACGCTACAA
TTGTAACGTTTTTAGTTCGTTACAT TCTTTTTTATATATAATATATGATG - - - ----- - - TCCGATGAAAAGCTGCCGTTCGCAGTGGTAGTTGTTTAAAAAACGCTACAA TRTARG ATTTAT - - - == - == - -
TTGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATAATATATGATG - - - - - - - - - - TCCGATGAAAAGCTGCCGTTCGCAGTGGTAGTTGTTJAAAAACGCTACAA TTCAAA AATTIACCCA. I
TTGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATAATATATGATG - - - - - - - - - - TCCGATGAAAAGCTGCCGTTCGCAGTGGTAGTGTTTAAAAAACGCTACAA TTGAAA AATTAACTTT T

-------------------- ACATGTCITTTITATITATAAAA.TIATI— e —TCCGATGAAAAGCTGCCGTTCGCAGTGGTAGTTGTTTAAAAAACGCIA— e e e e e e e e e e e e oo

ACCGIA
TTTGGC

ATTAT GTTTGTMCTERTTATT
ATGAA ATATGABRCTETTGTT






).bed_uf.bed g 3.bed fm_1.bed 0 O bcIn.fa_aln.fa cl.fa_gs.fa ce.i After TEtrimmer 1649 bp

size: 1649bp; fragments: 9767; full length: 230 (>=1484.1bp)
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fasta.b.bed uf.bed g 3.bed fm_1.bed O O bcin.fa_aln.fa_cl.fa_gs.
size: 1949bp; fragments: 9548; full length: 0 (>=1754.1bp)
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divergence to consensus (%)

TE: rnd_3 family 414
size: 1384bp; fragments: 7270; full length: 450 (>=1245.6bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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