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TATACAGTGTCACAGATAAAGTCCGCATCATATGGACTTTTTTTTATTTA- - - - - - - - - AAATTTTATTTTTCATCTAGATGGCTGAAATTGGAATTATGTAAAATT
TATACAGTGTCACAGATAAAGT CCBCATCATATGGAACT TT T T T TAT T TA- - - - oo e et Lo

ATACAGTGTCACA ATAAAGTCI!.TCATATGGAACTTTTTTTTATTTA ---------- AAATTTTATTTTCATCTAATIIGCTGAAAATTGGTAATTATATAAAATT

AIACAGTGTCACI!ATAAAGTCCGCATCATATGG—ATTTTTTTTTATTTA ------------------ BT T TCATCTAGATGGCTGAAAATTGGTAATTATGTAAAATI
TATACAGTGTIECAGATAAAGTCliCATCATAT.— - BTTTTTTATTTA N e N
TATAGAGTGTCRCAGATAAAGT CCICATCATATGGGA - TT T T T T T TATT T A= - -« o c s ettt oo
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).bed _uf.bed g 2.bed fm_1.bed 0 O bcIn.fa_aln.fa cl.fa_gs.fa ce.i After TEtrimmer 958 bp

size: 958bp; fragments: 2264, full length: 2 (>=862.2bp)
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fasta.b.bed uf.bed g 2.bed fm_1.bed O O bcin.fa_aln.fa_cl.fa_gs. After TEtrimmer Extended plOt Blue lines are boundaries

size: 1197bp; fragments: 1799; full length: 0 (>=1077.3bp)
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divergence to consensus (%)
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TE: rnd_3 family 290

size: 509bp; fragments: 1981; full length: 409 (>=458.1bp)
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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