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1 MSA length = 1763 1

CTTAAIGTGAATGTTCAGAATTAGAACAGCTGCAAAACCAACA GACAATTTTAATCTGC- - = == = = = - - AAATGTTATCGCAAACATCCATTAATGGATTCGCACTAGAAGAAGAAGAAGTGITTT_TT.TTTT-ATAIG

TAA-AGATTAGAATAGCAAGA
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CTTAABMGTGAATGTTCAGAATTAGAACAGCTGCAAAACCAACABMGACAATTTTAATCTGC - - == - = - - - - AAATGTTATCGCAAACATCCATTAATGGATTCGCACTAGAAGAAGAAGA - = = = = = = = == mmmm e e e e e e e e o e - AGAT
----------- ATGTTCAGAATTAGAACAGCTGCAAAACCAACABMGACAATTTTAATCTGC----------AAATGTTATCGCAAACATCCATTAATGGATTCGCACTAGAAGAAGAAGAAGT - - - - -
GTGAATGTTCAGAATTAGAACAGCTGCAAAACCAACAMGACAATTTTAATCTGC - - - - - -~ - - AAATGTTATCGCAAACATICATTAATGGATTCGCACTAGAAGAAGAAGAA——ATTTC ATRGTATA
GTGAATGTTCAGAATTAGAACAGCTGCAAAACCAACAMGACAATTTTAATCTGC - - - - - -~ - - AAATGTTATCGCAAACATCCATTAATGGATTCGCACTAGAAGAAGAAGAAG - AT ATAGTATC
GACAATTTTAATCTGC - - === - - - - AAATGTTATCGCAAACATCCATTAATGGATTCGCACTAGAAGAAGAAIAIATAT -------------------------

GAIAAITTTAAITTGA -----------------------------------------------------------------------------------------------------

AAATGTTATCGCAAACATCCATTAATGGATTCGCACTAGAAGAAGAAGA - = = = = = = = = = m e m e e e e e e e e o e AGGT
AAATGTTATCGCAAACATCCATTAATGGATTCGCACTAGAAGAIGAAGAAGTATTTTIRT TTARTTTA AAAAG
------------------------------- AAATGTTATCGCAAACATCCATTAATGGATTCGCACTAGAAGAAGAAGAAAA - - TTCIT-TTITCTT.AAAAT
CCTAIAAIAITAI ---------------- AAATGITATCGCAAACATCCATTAATGGATTCGCACTAGAAGAAGAAGAAGT ------------------------------------------------

TTTA TAAAAIAATAGATTATIAATA AAATGTTATCGCAAACATCCATTAATGGATTCGCACTAGAAGAAGAAGAAGA - - —TTIT-ATITEIT.AAAA‘ --------------
T TTERETHT A AIAAT GA-A -------

-------------------------------------------------------------------------------------------------------------- AAATGTTATCGCAAACATCCRTTAATGG|TTGCACTAGAAGAAGAAGAAGA - TTRT
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d fm_1.bed 0 0_nbed g 1.bed fm 2.bed 0 0 belnfa alnfa clf: After TEtrimmer 1763 bp
size: 1763bp; fragments: 1022; full length: 35 (>=1586.7bp)
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ed g 2.bed fm_1.bed 0 O n.bed g 1l.bed fm 2.bed 0O O bcin.fa_
size: 2064bp; fragments: 1021; full length: 0 (>=1857.6bp)

divergence to consensus (%)

20

15

10

5

TE consensus (bp)

coverage (bp)

100 200 300 400 500 600

0

TE consensus genomic coverage plot (bp)

TE consensus self dotplot (bp)

1500
!

1000

500

After TEtrimmer Extended plot Blue lines are boundaries

No TE domain detected

TE consensus self dotplot (bp)

I
1000

TE consensus structure and protein hits (bp)




TE: rnd_3 family 220

size: 1073bp; fragments: 361; full length: 40 (>=965.7bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot

ORF1

ORF7

ORF5

ORF6

ORF3

Bl ORFs
B PFAM domains

ORF2

ORF8

ORF4

RVT_1

200

400

600

800

1000




[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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