Start crop Point End crop Point

1 MSA length = 243 1

ATG TAGAATGGTCGJAACTAAAGAAAAGGCCAGGAGCGTCATCHATATTTTGC- - - - - - - - - - TCGCGTCITIGATGACGCTICTGICCTTTTCTTTAGTTGCGACCATTCTA

----------- GTA TAGAATGGTCGCAACTAAAGAAAAGGCCAGGAGCGTCATCAATARTTTGC- ---------TCGCGTCATTGATGACGCTICTGGCCTTTTCTTTAGTTGCGACCATTCTA
TA IAGAATGGTCGCAACTAAAGAAAAGGCCA GAGCGTCATCAGTATTTTGC - === - --- TCGCGTCATTGATGACGCTCCTGGRCTTTTCTTTAGTTGCGACCATTCTAGER- - - - - - - - - - - - - - -

------------------------- TAGAATGGTCGCAACTAAAGAAAAGGCCA!.GCGTCATCAATATTTTGC - ---------TCGCGTCATTGATGACGCTCCTGGCCTTTRTT--GTTGCGACCATTCTA

---------- AGAATGGTCGCAACTAAAGAAAAGGCCAGGAGCITCATCAATATTTTGC----------TCGCGTCATTGATGACGCTCCTGGCCTTTTCTTTAGTTGCGACCATTCTA

----------------- TAGAATGGTCGCAACTAAAGAAAAGGCCAGGAGCGTCATCAATATTTTGC- - --------TlGCGTCATTGATGACGCTCCTGGCCTTTTCTTTAGTTGCGACCATTCTA .

ATTAAA TAGAATGGTGCAATAAAGAAAAGGCCAGGAGCGTCATCAATATTTTGC - - - - - - - - - TCGCGTCATTGATGACGCTCCTGECCTTTTCTTTAGTTGCGACCATTCTARRE- - - - - - - - - - oo o m - -

GAAAAA TAGAATGGTCGCAACTAAAGAAAAGGCCAGGAGCGTCATCAATATTTTGC - - - === - - - TCGCGTCATTGATGACGCTCCTGGCCTTTTCTTTAGTTGCGACCATTCTANN- - - - - - - - - - - - - - - - - -
TAGAATGGTCGCAACTAAAIAAAAIGCCAGG— .- —TCATIAATATTTTGC ---------- .GCGTCATTGATGICGCTCCTGGCCTTTTCTTTAITTGCGACCATTCTA -------------
TAGAAIGGTCGCAABTAAAGAAAAGGCCAGGAGCGTCATCAATATTTTGC - - - - - - - - - - TCGCGTCRTTGATGACGCTCCTGGCCTTTTCTTTAGTTGCGACCATCTABEH TRTIAAG- ------ - - -
TAGAATGGTCGCAACTAAAGAAAAR|GCCAGGAGCGTCjTCAATARTfTGC------- - -- TCGCGTHMMT TGATGACGCTCCTGGCCTTTTCTTTAGTTGCGACCATTCTANEE TR TGHABC THREHREERIE A NGCRET TTAT - - - - -
TAGAATGGTCGCAACTAAAGAAAAGGCCIGGAGCGTCATCAATATTT - -« - -« - - - - - TCGCGTCATTGATGACGCTCCGGCCTTTTCTTTAGTTGCGACCATTCTAGRG- - - - - - - - - -
TAGAATGGT—GCAACTAAAGAAAAGGCCAGGAGIGTCATCAATATITTGC ---------- TCGCITCATTGATGACICTCCTGGCCTTTTCTTTAGTTGIGACCATTCTA ---------

--------- TAGAATGGTCGCAACTAAAGAAAAGGCCAGGAGCGTCATCAATATTTTGC----------TCGCGTATTGATGACGCTCCTGGCTTTTCTTTAGTTGCGCCATTCTAR- - -
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1.bed_fm_1.bed 0 0 n.bed g 1.bed fm 2.bed 0 0 _bcin.fa_aln.fa_ After TEtrimmer 243 bp
size: 243bp; fragments: 524; full length: 88 (>=218.7bp)
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TE consensus (bp) TE consensus genomic coverage plot (bp) TE consensus self dotplot (bp) TE consensus structure and protein hits (bp)



ed g 1bed fm Lbed 0 0 nbed g Lbed fm 2.bed 0 0 belnfa After TEtrimmer Extended plot Blue lines are boundaries
size: 543bp; fragments: 520; full length: 0 (>=488.7bp)
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TE: mnd_3_family_206 Before TEtrimmer 247 bp
size: 247bp; fragments: 327; full length: 22 (>=222.3bp)
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[E consensus before TEtrimmer (bp)
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