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1 MSA length = 2217

---------------------------------------------------------------- TGGTGTCTTATGCAAGATTTTTCCCCTCJTCCTCAAAAAAAAAAGAA
AA---ATGCAATCTCCCACTACCTGTATAA-AGACGCGTTATACTAGCAGTGTCT -=--=-=--- CGGTGTCTTATGCAAGATTTTTCCCCTCCTCCTAAAAAAAAAR- - - - -
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ACGATTTT AI— - -ATGEARCH TR TAABBACCTGTATAAAAGACGTRTAABACTECHABETET - - - - - - - - - - CGGTGTCTTATGCAAGATTTTTCCCCTCCTCTCAAAAAAAAAAAAATCTTA

ACGATTAT AACCTATGCAATCTCCCACTACCTGTATAAAAGACGCGTTATACTAGCAGTGTCT -=--=-=--- CGGTGTCTTATGCAAGATTTTTCCCCTCCTCCCAAAAAAAAA- - - - - TTAA

CGGTGTCTTATGCAAIATTTTTCCCCTCCTCCTCAAIAAAAAAA ----- TTT

CGGTGTCTTATGCAAGATTTTTCCCCTCCICCTCAAAAAAAAAAAAATGTTTA
CGGTGTCTTATGCAAGATTTTTCCCCTCCTCCTCIAIAIAAAAAAAATCTTTA

----- A'T.AGAT.T-GAIAACCT————————————————————————————————————————————————————————————TIGTGTCTTATGCAAGATTTTTCCCCTCCTCITCAAAAAAAAIA—————TrA
A TA
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-------------------------- ATGCAATCTCCCACTACCTGTATAAAAGACGCGTTATACTAGCAGTGTCT----------CGGTGTCTTATGEAAGATTTTTCCCCTCCTCCTCAAAAAAAAAA-AfflcCT
----- AACACAABBGARIA - - - - - - - - v e e COTGTCTTATGCAAGATTTTTCCCCT - - - - - TCAAAAAAAAAAAAATC - - < =« = mmm e m e m e m oo
ACGAAGTCRAT TEGAART TGACRAATEGA TEE- - - - - cAARBAABAACCTATGCAATCTCCCACTACCTGTATAAAAGACGCGTTATACTAGCAGTGTCT === - === - - - CGGTGTCTTATJCAAGATTTTTJCCCTCCTCCTC-AAAAAAAAA

----- TTT
ACGATATC

CGGTGTCTTATGCAAGATTTTTCCCCTCCTC
TGGTGTCTTATGCAAGATTTTTCCCCTCCTC

AAAAAAAAAA
TC-AAAAAAAAA
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] fm_1.bed 0 O n.bed g 1l.bed fm 2.bed 0O O bcIn.fa_aln.fa_cl.fa

divergence to consensus (%)
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After TEtrimmer ORF and PFAM domain plot
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